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Limited impact of mutations at upper stem positions A1, A2, A9, A10, U13 and U15 on ε - φ base-pairing.
Base-pairing between the 5´ half of ε and the partly complementary downstream φ element as shown is proposed
to contribute to efficient minus-strand DNA synthesis (1-3).The cartoon shows the nucleotide exchanges present in
mutants A1G, A1,2C, A9U, A9,10G, A9,10C and U13,15A which all displayed reduced DNA accumulation in
transfected cells. Some mutations have no impact (A1G, U13,15A) and some only a minor impact on the base-
pairing pattern. Though not excluding a contribution of altered ε - φ pairing to reduced DNA accumulation, no strict
correlation is obvious. Further clarification might be achieved by additional mutants in which φ is altered so as to
exactly restore the native base-pairing pattern.
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