
Position                                                   1111111111111111111111111122222222222222222222222222222222222333333 
                                 111222222223333334455666790000000111111222444478889900000011222222223444445555566688999000012 
                       1111112266347011234560134460645799101225899333346148345743571701345623113337791224581225534807027134981 
                 2346891345890267309369192596536762424415562563306678957092213340547589519126376783926076513157997271524362545 

Site Number                                                                                                         1111111111 
                          1111111111222222222233333333334444444444555555555566666666667777777777888888888899999999990000000000 
                 1234567890123456789012345678901234567890123456789012345678901234567890123456789012345678901234567890123456789 

Consensus        GGTGTGGCTAATACATAAATTTCAACCAGCGTATGCCCGTGGGCAGTGTCGCATCCAACATTTCTTCGGGACAATAAGCGTCCCTGAGTTCCCTATGCAGGTTGTGTGC 
Site Type        vtvvtvvvvttttvvtvtvvvtttttttvttvtvvtvttttttvtvvtvtttttttttttvttttttttttttvvvttttvvvtttvtvvtvtvttvtvvtvvtttttt 
Character Type   ---------------ii-ii----ii--i-iiii-i-i-ii-i--i-iiiiii-----ii----iii-ii--iii-iiiiiiiiiiiiiii-------i-i-------i 
H1         ( 42) ..............C.........G...TTAAG............................................................................ 
H2         (  1) TAGCCTCAAGGCGA....................................................................................C.......... 
H3         ( 41) ............................................................................................................. 
H4         (  1) ...............CC..A......................A.........................A........................................ 
H5         (  1) ...............CC..A......................A.........................A............................T........... 
H6         (  1) .................G........................A............TG.TG................................................. 
H7         (  3) ..................T......T................................................................................... 
H8         (  1) ..................T......T..........G........................................................................ 
H9         (  7) ....................AC....TG..............A..........CT...TG.CC...............................G.T..C.AG...CA. 
H10        (  1) ......................T...................................................................................... 
H11        (  2) .......................GG...T.AAG..........................................C...............A................. 
H12        (  8) ........................G...T......T...CA......A...............T............................................. 
H13        (  1) ........................G...T....A....................................G......................G............... 
H14        (  1) ........................G...T....A........................................................................... 
H15        (  1) ........................G...T......T...CA......A............................................................. 
H16        (  1) .........................T................................................................................... 
H17        (  1) ..................................T...A......T..G.ATG...........CCT..A..GTG.GATAAAATCACAAAT.................. 
H18        (  1) .....................................T..................................................................C.... 
H19        ( 27) .....................................T....................................................................... 
H20        (  5) .........................................A..................................................T................ 
H21        (  4) ..........................................A..............................................................A... 
H22        (  1) ..........................................A.................................................................. 
H23        (  5) ...........................................AG....T..........A................................................ 
H24        (  2) .............................................T..G.ATG...........CCT..A..GTG.GATAAAATCACAAAT.................. 
H25        (  1) ..............................................A.....................................................A..A..... 
H26        (  4) .................................................T........................................................... 
H27        (  5) .........................................................G......CCTA.A..GTG.GATAAAATCACAAAT.................. 
H28        (  1) ................................................................CCT..A..GTG.GATAAAATCACAAAT.................. 
H29        (  2) .......................................................................T............................A.......T 
H30        (  2) ...............................................................................................C..C.......... 
H31        (  3) ....................................................................................................A.......T 
H32        (  1) ....................................................................................................A........ 

                                      
1112222222233333344556

11111122663470112345601344606457
23468913458902673093691925965367624244

                                      
11111111112222222222333333333

12345678901234567890123456789012345678

GGTGTGGCTAATACATAAATTTCAACCAGCGTATGCCC
vtvvtvvvvttttvvtvtvvvtttttttvttvtvvtvt
---------------ii-ii----ii--i-iiii-i-i
..............C.........G...TTAAG.....
TAGCCTCAAGGCGA........................
......................................
...............CC..A..................
...............CC..A..................
.................G....................
..................T......T............
..................T......T..........G.
....................AC....TG..........
......................T...............
.......................GG...T.AAG.....
........................G...T......T..
........................G...T....A....
........................G...T....A....
........................G...T......T..
.........................T............
..................................T...
.....................................T
.....................................T
......................................
......................................
......................................
......................................
......................................
......................................
......................................
......................................
......................................
......................................
......................................
......................................
......................................

    111111111111111
6679000000011111122
9910122589933334614
1556256330667895709

                   
3444444444455555555
9012345678901234567

GTGGGCAGTGTCGCATCCA
tttttvtvvtvtttttttt
-ii-i--i-iiiiii----
...................
...................
...................
....A..............
....A..............
....A............TG
...................
...................
....A..........CT..
...................
...................
.CA......A.........
...................
...................
.CA......A.........
...................
A......T..G.ATG....
...................
...................
...A...............
....A..............
....A..............
.....AG....T.......
.......T..G.ATG....
........A..........
...........T.......
...................
...................
...................
...................
...................
...................

6

3

C
t
i

T
T

1111111
2444478
8345743
2213340

       
5566666
8901234

AACATTTC
ttttvttt
-ii----
.......
.......
.......
.......
.......

G.TG....
.......
.......
.TG.CC.
.......
.......
......T
.......
.......
.......
.......
.......
.......
.......
.......
.......
.......
...A...
.......
.......
.......
G......
.......
.......
.......
.......
.......

111122222222222222222222222222
889900000011222222223444445555
571701345623113337791224581225
547589519126376783926076513157

                             
666667777777777888888888899999
567890123456789012345678901234

TTCGGGACAATAAGCGTCCCTGAGTTCCCT
tttttttttvvvttttvvvtttvtvvtvtv
iii-ii--iii-iiiiiiiiiiiiiii---
..............................
..............................
..............................
....A.........................
....A.........................
..............................
..............................
..............................
..............................
..............................
...........C...............A..
..............................
......G......................G
..............................
..............................
..............................
CCT..A..GTG.GATAAAATCACAAAT...
..............................
..............................
............................T.
..............................
..............................
..............................
CCT..A..GTG.GATAAAATCACAAAT...
..............................
..............................
CCTA.A..GTG.GATAAAATCACAAAT...
CCT..A..GTG.GATAAAATCACAAAT...
.......T......................
..............................
..............................
..............................

1
8
5
5

 
6
5

T
t

.

.

.

.

.

.

.

.

.

.

.

.

.

.

.

.
C
.
.
.
.
.
.
C
.
.
C
C
.
.
.
.

2222222222333333
5566688999000012
5534807027134981
7997271524362545

     1111111111
9999990000000000
4567890123456789

TATGCAGGTTGTGTGC
vttvtvvtvvtttttt
-----i-i-------i
................
.....C..........
................
................
....T...........
................
................
................
.G.T..C.AG...CA.
................
................
................
G...............
................
................
................
................
...........C....
................
................
............A...
................
................
................
.......A..A.....
................
................
................
.......A.......T
..C..C..........
.......A.......T
.......A........

2
5
5
7

9
4

T
v
-
.
.
.
.
.
.
.
.
.
.
.
.
G
.
.
.
.
.
.
.
.
.
.
.
.
.
.
.
.
.
.
.

Fragment 15 Fragment 32 F34 Fragment 54 IGS1

Table S1: Map of informative sites used for the coalescence gene genealogy analysis. 




