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Table S1.

	D1RAT15
	D1RAT115
	D5RAT17
	D9RAT133
	D15RAT12

	D1RAT257
	D1RAT76
	D5RAT82
	D9RAT30
	D15RAT71

	D1RAT266
	D1RAT81
	D5RAT13
	D9RAT18
	D16RAT8

	D1RAT29
	D1RAT132
	D5RAT149
	D9RAT7
	D16RAT61

	D1RAT32
	D2RAT10
	D5RAT95
	D9RAT100
	D16RAT34

	D1RAT183
	D2RAT21
	D5RAT108
	D10RAT182
	D17RAT61

	D1RAT38
	D2RAT161
	D5RAT35
	D10RAT73
	D17RAT15

	D1RAT41
	D2RAT38
	D5RAT205
	D10RAT18
	D17RAT32

	D1RAT272
	D2RAT54
	D6RAT68
	D10RAT8
	D18RAT53

	D1RAT173
	D2RAT66
	D6RAT135
	D11RAT11
	D18RAT13

	D1RAT236
	D3RAT17
	D6RAT21
	D11RAT34
	D19RAT15

	D1RAT49
	D3RAT103
	D6RAT12
	D12RAT3
	D19RAT71

	D1RAT277
	D3RAT167
	D7RAT31
	D12RAT35
	D20RAT4

	D1RAT164
	D3RAT220
	D7RAT103
	D12RAT36
	D20RAT5

	D1RAT282
	D3RAT15
	D7RAT86
	D13RAT70
	D20RAT10

	D1RAT437
	D3RAT4
	D7RAT100
	D13RAT24
	D21RAT24

	D1RAT198
	D4RAT115
	D7RAT11
	D13RAT32
	D21RAT111

	D1RAT65
	D4RAT27
	D7RAT4
	D14RAT5
	D21RAT115

	D1RAT290
	D4RAT40
	D8RAT51
	D14RAT11
	

	D1RAT22
	D4RAT6
	D8RAT46
	D14RAT39
	

	D1RAT181
	D4RAT200
	D8RAT104
	D14RAT94
	

	D1RAT293
	D4RAT68
	D8RAT65
	D15RAT5
	


Table S2. 
	Chromosome
	Number of Markers Used/Chromosome
	Greatest Distance

Between Markers (cM)
	Farthest Distance

To End of Map (cM)

	1

2

3

4

5

6

7

8

9

10

11

12

13

14

15

16

17

18

19

20
	7

6

6

6

8

4

6

4

5

4

2

3

3

4

2

2

2

2

2

3
	 25
19

20

20

21

22

25

20

21

26

17

16

15

22

35

26

21

21

16

7
	 20
15

14

20

15

13

17

20

14

17

13

16

14

18

16

13

15

17

16

25


Table S3. 
	Exon
	Primer Name
	Sequence
	Amplicon Size

	1/2

3

4/5/6/7A

4/5/6/7B*

8/9

10A

10B*

11A

11B

11C*

11D

11E*

11F

11G*

12

13/14

15

16/17

18

19/20A           

                       19/20B*            

21                     

22/23/24          

25/26              

27A                   

27B*                 

             
	1/2-F

1/2-R

3-F

3-R

4/5/6/7-F

4/5/6/7-R

4/5/6/7-F

4/5/6/7-R

8/9-F

8/9-R

10-F1

10-R1

10-F2

10-R2

11A-F

11A-R

11B-F

11B-R

11C-R

11D-F

11D-R

11E-R

11F-F

11F-R

11G-R

12-F

12-R

13/14-F

13/14-R

15-F

15-R

16/17-F

16/17-R

18-F

18-R

19/20A-F                        

19/20A-R                                

19/20B-F                               

19/20B-R                              

21-F                                  

21-R                                      

22/23/24-F                   

22/23/24-R                   

25/26-F                    

25/26-R                              

27A-F                      

27A-R                      

27B-F                    

27B-R                        
	GGC TCC ACC TCA GTC GG

GCA AGC GCT CTA CCA CT

ACT GAA AGC TGG AAT AAC AG

TAC GTA AGC CAG TCT AGC

TTG GAG ATG ACA ACT TAT GG

CTT GAA GAA GGT ATT GGA TC

CCC TGG CTG ACT ACC TC

ACA AGG GCC AGC TAT GC

TTC TTT CAG ACG TGT C 1150bp

TGT AGC AAG TCA ATT C

AGA CTT  TGA GTA CAG TGG

CAG GGC TAC  ACA GAA C

CAG CAT CTT GAG TCA CT

GAG CTG GTC ATA CTG TC

AGT CGG GTG CTC TTA AC

TGT ATG AGG TTC ACT TAG

CGA AGA ACA GTA TCC TAC

CTG AAG TGA CAG TCA AG

CTT GTT GTG ATC TAT CTG

AGT CTC CAA AGA GTC AC

TGG CAA GTG TCT GGT TTA C

ACT TTG TTC TCT AAG CC

CTG GAG ACT AAT GCT TC

ACT GTA GCC TAC GAG AC

AAG AGA TTG AGT ATT GC

GAA TCT TCT TGT CTA ACC C

CAA GGC ATC ATG TAT ATG

CTT TGC TTC TGA ACC TTC GT

TGC TAC ATA ATA CCC GAA G

TCT TTG AGA CCG TTC CCT C

TCA GAG CAC TTT CGC CAT C

GTT ATA CTC CGG GTC AGT GAC

TAG ATG TCC CAG GAT GGG GTG 

CTC CTG ACT GCC GTG TTG

CTC CCA GCA GAA ACC ATT AG

GTG TGG TTG TGT GGT TGC TAA                     

CAA TGA CAG TTG GGA TCA GTT

ATC  GTT CAG AGA GTG TAC C

GTG AAC AAG GCC TCT AGT T

AGT CTT CGT CTC TTC ATC GTC  

TGA AAG GCT TGC TAT AAT GGC

ACA AAT CTG TCA TTC TGT TAG TGC C           

GAG TTC ACT GCC AAC CTA GTC CAT A

CTC CTG AGC AAC CGC CTG AGT ATG T          

CCA CGG GTT AGG TGC AGT TTA GTT C

TGG AAA GGT AAA GGA TAA ACT ATG T        

TAT CTG ACA GGA TGG AGC TCT AGC A

CTA CTG ATC AGC AAA GTT ATC GAA G

TCT GTA GAG TAA ACA AAT GCG TCA A
	700bp

613bp

1583bp

1454bp

1446bp

1289bp

1326bp

1415bp

735bp

1372bp

570bp

1415bp

649bp

987bp

552bp

1252bp

1251bp

1152bp




Note: * The primers were only used for sequencing reaction.
Table S4. 

	Primer Set
	Primer Name
	Sequence
	Amplicon Size

	1st
2nd
3rd
4th

5th
6th
7th
8th
9th
10th

	Fry 1st -F

Fry 1st -R

Fry 2nd -F

Fry 2nd -R

Fry 3rd -F

Fry 3rd -R

Fry 4th -F

Fry 4th -R

Fry 5th -F

Fry 5th -R

Fry 6th -F

Fry 6th -R

Fry 7th -F

Fry 7th -R

Fry 8th -F

Fry 8th -R

Fry 9th -F

Fry 9th -R

Fry 10th -F

Fry 10th -R

Fry Sequencing 1st-R

Fry Sequencing 2nd-F

Fry Sequencing 3rd-F
	CTTCTCCAGTTGGCAACG

TTATTCTTAAGGTTGGAC

TCAAGCACGCCTTAGCAG

GGCCTGTTCATAGACTCT

AAGTCCTGTTCGGCTTCA

TCCAAGAACAACGCTCCA

CTGGAGAGCATCGAAATC

CTTCATCTCCGTACTTGG

AGAACTGGCCCGGATGTA

TGCATGGTCAGCGTCTTC

CACCTCCTCATCGCACTC

CAAGGCCATCAGGTATTC

GAAGTTTGGTGTCGTTGAC

ACACCAGGCTCGTCTGATG

TTGGGAGACGGTATGATG

CAGAGCAGGAGGTAAGCA

CCTGTGATGACGCTGAG

GGCATAAGTACCCGTCTG 

CTGTGGCCCAATGACATC

TGCCTCCCGTAGTTGGT

GACGGGAAGTTCAAGTGGC

GGGCAGGCAGAATGAAG

TCTGTTTGCATTACCTTTAC
	1114bp

1205bp

1216bp

1360bp

1203bp

1119bp

1346bp

1233bp

766bp

522bp


Table S5.   
	Gene Name
	Rat Strain
	Accession Number

	
	
	

	Fry
	Copenhagen
	EU563851.1

	Fry
	Fischer 344
	EU563850.1

	
	
	

	Brca2
	Copenhagen
	AH014113.1

	Brca2
	Fischer 344
	AH014114.1

	
	
	

	Stard13
	Copenhagen
	KF112846

	Stard13
	Fischer 344
	KF112845

	
	
	

	Insr
	Copenhagen
	KF112848

	Insr
	Fischer 344
	KF112847
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Figure S1.     
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Figure S2.  
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Figure S3.   
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Figure S4.    
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