Table S1

Table S1. RMSD of simulated conformational backbone atoms with respect to the crystal structure of ICI 118,551-bound β2AR.
	Time (ns)
	RMSD a (Å)

	0
	3.74

	50
	2.11

	100
	1.72

	150
	1.68

	200
	1.76


   aRMSD based on the backbone of the inverse agonist-bound β2AR (PDB code: 3NY8)

