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Figure S1



miR-34a and PDGFR alpha co-expression analyses

miR34+/PDGFRa+ | PDGFRa-/miR-34a+ | PDGFRa+/ miR-34a- | Each negative

9/106 (8%) 9106 (8%) 40/106 (38%) 48/106 (46%)

miR-34a and PDGFR beta co-expression analyses

miR34+/PDGFRB+ | PDGFRB-/MiR-34a+ | PDGFRB+mMIR-34a-

Each negative

9/107 (8%) 10/107 (9%) 34/107 (32%) 54/107 (51%)

Figure S2
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