Table $5. Eukarya mRNA (and other non-rRNA) gene sequences from V5.

454 Sequence ID Qlength Qstart Qend
GKIWQY1018200L 80 1 80
GKIWQY101AEUTS 128 1 128
GKIWQYI01AVBWY 332 13
GKIWQY101ACKK a11 1 an
GKIWQY1018D19Y 393 1 393
GKIWQY1018CYFO 306 1306
GKWQY10180Q0Y 266 1 266
GKIWQY101B09E4 370 1w
GKIWQY101AKNUG 492 14
GKIWQY1018A6T8 556 1 556
GKIWQY101A5ANG 72 1 n
GKIWQY1018K62F a7 1@
GKIWQYI01ATCHW 49 1 494
GKIWQY101AFQKL 28 1 28
GKIWQY101A475X 79 17
GKIWQY101A88RH 115 1115
GlWQY101AQTOM 135 1 135
GKIWQY101BK6ZF_2 140 1 140
GKIWQY1018K62F 3 151 1151
GKIWQY101ANHKA 513 1 513
GKIWQY101BONNM 284 1 284
GKIWQY10185D9R 103 1 100
GKIWQY101A15DF 332 13
GKIWQY101AR687 53 103
GKIWQY101AYSNY 185 1 185
GKIWQY1018RT6Z 395 1395
GIIWQY101A13 28 1 28
GKIWQY101A8PWD. 362 1 382
GKIWQY101A5KPS %6 1 %
GKIWQY101AZ7HH 105 1 105
GKIWQY1018H3Q0 218 1 28
GKIWQY101A85K7 402 1 a2
GKIWQY1018PH2R 480 1 480
GIIWQY101AKYHQ 23 1 23
GKIWQY101AXHYK 81 1 s
GKIWQY1018HI6M 33 133
GIWQY101AQI6W 300 1 209
GKIWQY101AQUEW_2 181 1181
GKIWQY1018YWCS 492 14
GIIWQY101ANTIW 285 1 285
GKIWQY1018YI52 492 14
GlWQY101AQ547 348 1 348
GKIWQY101BUITF 262 128
GKIWQY1018F65X 432 1 a2
GKIWQY101A0CWM 154 1 154
GKIWQY101BW1XB 383 1 383
GIIWQY101AN3LX 127 1127
GKIWQY101BVCSO 578 1 578
GKIWQY101BNTYY. 300 273 300
GKIWQY101AZ8H8 222 1 2
GKIWQY101AYF7P. 275 125
GKIWQY101ADAST 198 1 198
GKIWQY101APASN 28 1 4
GKIWQY101A4746 335 1 33
GKIWQY101ATFGY. 514 1 51
GKIWQY1018GGKO 304 1 3%
GKIWQY101A1C94. 345 1 345
GKIWQY101B0E3Q 267 1 467
GKIWQY1018YF2M 52 1 52
GKIWQY1018TYUO 537 1 537

e-value

1618

36100
26106

ident
100%

["n" indicates information not specified in the NCBI GenBank database.]

%esim
100%

Gl number Domain
294935818 Eukaryota
50657597 Eukaryota
294661761 Eukaryota
195094333 Eukaryota
195102030 Eukaryota
295393587 Eukaryota
153902485 Eukaryota
153919430 Eukaryota
67540319 Eukaryota
242805358 Eukaryota
50542891 Eukaryota
49343295 Eukaryota
238033210 Eukaryota
259145041 Eukaryota
259147625 Eukaryota
259147931 Eukaryota
259149327 Eukaryota
23630288 Eukaryota
315465309 Eukaryota
71483398 Eukaryota
171191502 Eukaryota
56159573 Eukaryota
156307499 Eukaryota
253981836 Eukaryota
1 20 Eukaryota
166044537 Eukaryota
336170404 Eukaryota
154347362 Eukaryota
124012151 Eukaryota
210148086 Eukaryota
13445170 Eukaryota
21779916 Eukaryota
32307244 Eukaryota
40849982 Eukaryota
72256311 Eukaryota
102567891 Eukaryota
115392331 Eukaryota
115392331 Eukaryota
124007144 Eukaryota
148372275 Eukaryota
148910867 Eukaryota
194131647 Eukaryota
194239068 Eukaryota
209361311 Eukaryota
212007811 Eukaryota
255099160 Eukaryota
219819090 Eukaryota
88656961 Eukaryota
259526188 Eukaryota
194132090 Eukaryota
170522360 Eukaryota
62149314 Eukaryota
193788921 Eukaryota
293338622 Eukaryota
210143279 Eukaryota
218135405 Eukaryota
329124647 Eukaryota
147776538 Eukaryota
147820696 Eukaryota
239764707 Eukaryota

Phylum Class / Order Genus / Species Description
Incertae sedis Perkinsea Perkinsus marinus Perkinsus marinus ATCC 50983 hypothetical protein, mRNA
Rhodophyta Florideophyceae  Gracilaria tenuistipitata Gracilaria tenuistipitata var. liui chloroplast, complete genome
Arthropoda Branchiopoda Daphnia pulex Daphnia pulex ncRNA, kairomone-inducible transcript
Arthropoda Insecta ) MRNA
Arthropoda Insecta ) mRNA
Arthropoda Insecta Euphydryas editha Euphydryas editha clone euphy 50 microsatellite sequence
Arthropoda Insecta Gryllus bimaculatus Gryllus bimaculatus mRNA, GBcontig04373
Arthropoda Insecta ryllus lat 1
Ascomycota Eurotiomycetes  Emericella nidulans Aspergillus nidulans FGSC Ad elongation factor 2 partial mRNA
Ascomy Tal rcc tein, mRN;
Ascomycota Saccharomycetes  Yarrowia lipolytica Yarrowia lipolytica YALIOADD352p (YALIOAG0352g) mRNA, complete cds
Ascomycota I I
Ascomy Saccharomycetes  Pichia pastoris Pichia pastoris G$115 chromosome 4, complete sequence
Ascomycota EC111 , EC1118 sequence
Ascomye EC1118 chromosome XI, EC1118_1KS genomic scaffold, whole genome shotgun sequence
Ascomycota EC111 | EC1118_1L hol sequence
Ascomycota EC1118 ch XV, EC1118_104 g , whole genome
Basidiomycota Tremellomycetes  Cryptococcus neoformans  Cryptococcus rubii strain o
Basidiomycota Ustilaginomycetes  Sporisorium Sporisorium reilianum SRZ2 mitochondrial DNA sequence

i violaceum v & 1alpha (EF1) gene, partial cds
Cercoz0a Imbricatea Paulinella Paulinella
Chlorophyta Ulvophycese akinetum complete genome
Cnidaria Anthozoa predicted protein 2 partial mRNA
Cryptophyta Cryptophyceae  Cryptomonas paramecium  Cr
Heterokontophyta  Oomycota phanomyces euteiches Aphanomyces euteiches CONA
Heterokontophyta  Oomycota e

clone lle_16 SMUG S protein gene, partial cds

Percolozoa Heterolobosea Naegleria gruberi extrachromosomal rDNA plasmid DNA, complete sequence
Streptophyta Chiorokyb h hioropl
Streptophyta Cornales Cornus kousa Cornus kousa clone CK083 microsatellite sequence
Streptophyta Liliopsida i FaS
Streptophyta Liliopsida Aegilops tausct Aegilops tauschil leucine-richvlike protein gene, partial cds; seed globulin (Glo-2) gene, complete cds; HMW-glutenin (Glu-Dty) gene, Glu-Dty-T2 allele, complete cds; and HMW-glutenin (HMW) gene, HMW-Dtx2 allele, complete cds
Streptophyt Liliopsida Aegilops tausct Aegilops tauschil clone 46-2 tande repeat sequence
Streptophyta Liliopsida Triticum turgidum Triticum turgid HMW gl I
Streptophyta Liliopsida Triticum aestivum i
Streptophyta Liliopsida Zea perennis Zea perennis mitochondrion, complete genome
Streptophyta Liliopsida Triticum monococcum Triticum BAC TbBACS,
Streptophyt Liliopsida Triticum monococcum icum THBACS,
Streptophyta Liliopsida Triticum urartu Triticum urartu clone BAC 41C8 genormic sequence
Streptophyta Liliopsida Triticum monococcum Triticum THBAC30,
streptophyta Liliopsida Triticum turgidum Triticum turgidum overlapping clones BAC 326E2 and BAC 354M17, complete sequence
Streptophyta Liliopsida Triticum turgidum Triticum turgidum subsp. dicoccoides clones BAC 391M13 and BAC 1144M20 genomic sequence
Streptophyt Liliopsida Triticum aestivum Triticum aestivum 38 chromosome, clone BAC TA3895C9
Streptophyta Liliopsida Coix lacryma-jobi Coi lacryma-jobi chloroplast, complete genome
Streptophyta Liliopsida Triticum aestivum i 502
Streptophyta Liliopsida latiflorus , complet
Streptophyta Apiales . sativus clone BAC C(
streptophyt Asterales Lactuca sativa Lactuca sativa cultivar Salinas chloroplast, complete genome
Streptophyta Asterales Artemisia annua TSA: Artenisia annua strain Artemis Contig17, mRNA sequence
Streptophyta Malvales Gonystylus ‘Gonystylus bancanus chloroplast, partial genome
Streptophyta Brassicales Carica papaya Carica papaya mitochondrion, complete genome
Streptophyta Caryophyllales Silene latifolia Silene latifolia chloroplast rpoB, rpoC1, rpoC2, rps2, atpl, atpH, atpF, atpA, psbl, psbK, rps16, matk, psbA, rpl2, ycf2, ndh8, rps7 genes, complete cds
streptophyt Fabales i , complete g
Streptophyta Fabales Lathyrus sativus Lathyrus Cicerchia Marchigiana chloroplast &
Streptophyta Fabales fycine ma Glycine max cDNA, clone: GMFLO1-21-C10
Streptophyta Fabales , complete seq
Streptophyta Solanales Solanum Solanum tuberosum isolate DM1-3-516-Ra4 chloroplast, complete genome
Streptophyt Vitales s vinifer i 3 sequence
Streptophyta Vitales Vitis vinifera VV78X065077.2, sequence
Streptophyta Vitales s vinifera Vitis vinifera strain PN40024 mitochondrion, partial genome



