Table S2. Description of the RNA-Seq data used in this study
	Tissues/Cell lines
	Tag
	Type of reads
	Read length (bp)
	Number of reads
	Reference

	Thyroid
	Normal
	Paired-end
	50
	81,912,887[image: image2.png]


2
	Illumina Human Body Map

	Testes
	Normal
	Paired-end
	50
	81,836,199[image: image4.png]


2
	Illumina Human Body Map

	Ovary
	Normal
	Paired-end
	50
	80,946,260[image: image6.png]


2
	Illumina Human Body Map

	White blood cells
	Normal
	Paired-end
	50
	81,217,148[image: image8.png]


2
	Illumina Human Body Map

	Skeletal muscle
	Normal
	Paired-end
	50
	82,111,139[image: image10.png]


2
	Illumina Human Body Map

	Prostate
	Normal
	Paired-end
	50
	82,334,076[image: image12.png]


2
	Illumina Human Body Map

	Lymph node
	Normal
	Paired-end
	50
	82,078,157[image: image14.png]


2
	Illumina Human Body Map

	Lung
	Normal
	Paired-end
	50
	79,296,905[image: image16.png]


2
	Illumina Human Body Map

	Adipose
	Normal
	Paired-end
	50
	77,300,072[image: image18.png]


2
	Illumina Human Body Map

	Adrenal
	Normal
	Paired-end
	50
	74,472,871[image: image20.png]


2
	Illumina Human Body Map

	Brain
	Normal
	Paired-end
	50
	73,513,047[image: image22.png]


2
	Illumina Human Body Map

	Breast
	Normal
	Paired-end
	50
	75,862,215[image: image24.png]


2
	Illumina Human Body Map

	Colon
	Normal
	Paired-end
	50
	82,437,443[image: image26.png]


2
	Illumina Human Body Map

	Kindey
	Normal
	Paired-end
	50
	80,397,337[image: image28.png]


2
	Illumina Human Body Map

	Heart
	Normal
	Paired-end
	50
	82,918,784[image: image30.png]


2
	Illumina Human Body Map

	Liver
	Normal
	Paired-end
	50
	80,048,623[image: image32.png]


2
	Illumina Human Body Map

	Breast
	Cancer

(SRR201983)
	Single-end
	36
	22,979,199
	[1]

	Breast
	Cancer

(SRR201984)
	Single-end
	36
	25,553,692
	[1]

	Breast
	Normal

(SRR201985)
	Single-end
	36
	22,864,774
	[1]

	Breast
	Normal

(SRR201986)
	Single-end
	36
	25,634,139
	[1]

	Colon
	Normal

(SRR222175)
	Single-end
	65
	9,037,384
	GSE29580

	Colon
	Cancer

(SRR222176)
	Single-end
	65
	8,542,144
	GSE29580

	Colon
	Normal

(SRR222177)
	Single-end
	65
	11,308,009
	GSE29580

	Colon
	Cancer

(SRR222178)
	Single-end
	65
	11,461,875
	GSE29580

	Lung
	Normal

(SRR192335)
	Paired-end
	75
	22,255,836[image: image34.png]


2
	[2]

	Lung
	Cancer

(SRR192336)
	Paired-end
	75
	20,930,670[image: image36.png]


2
	[2]

	Prostate
	(Normal)

ERR031017
	Paired-end
	90
	34,536,162[image: image38.png]


2
	[3]

	Prostate
	(Cancer)

ERR031018
	Paired-end
	90
	34,007,787[image: image40.png]


2
	[3]

	Prostate
	(Normal)

ERR031019
	Paired-end
	90
	36,250,477[image: image42.png]


2
	[3]

	Prostate
	(Cancer)

ERR031022
	Paired-end
	90
	36,820,858[image: image44.png]


2
	[3]

	Prostate
	(Normal)

ERR031023
	Paired-end
	90
	31,245,264[image: image46.png]


2
	[3]

	Prostate
	(Cancer)

ERR031024
	Paired-end
	90
	37,576,110[image: image48.png]


2
	[3]

	Prostate
	(Normal)

ERR031025
	Paired-end
	90
	33,918,112[image: image50.png]


2
	[3]

	Prostate
	(Cancar)

ERR031026
	Paired-end
	90
	36,886,097[image: image52.png]


2
	[3]

	Prostate
	(Normal)

ERR031029
	Paired-end
	90
	35,534,313[image: image54.png]


2
	[3]

	Prostate
	(Cancer)

ERR031030
	Paired-end
	90
	32,289,266[image: image56.png]


2
	[3]

	Prostate
	(Normal)

ERR031031
	Paired-end
	90
	31,921,622[image: image58.png]


2
	[3]

	Prostate
	(Cancer)

ERR031032
	Paired-end
	90
	32,319,406[image: image60.png]


2
	[3]

	Prostate
	(Normal)

ERR031033
	Paired-end
	90
	33,965,736[image: image62.png]


2
	[3]

	Prostate
	(Cancer)

ERR031035
	Paired-end
	90
	35,569,937[image: image64.png]


2
	[3]

	Prostate
	(Cancer)

ERR031041
	Paired-end
	90
	33,191,569[image: image66.png]


2
	[3]

	Prostate
	(Cancer)

ERR031038
	Paired-end
	90
	35,679,519[image: image68.png]


2
	[3]

	Prostate
	(Normal)

ERR031039
	Paired-end
	90
	38,401,723[image: image70.png]


2
	[3]

	Prostate
	(Cancer)

ERR031040
	Paired-end
	90
	33,974,921[image: image72.png]


2
	[3]

	Prostate
	(Cancer)

ERR031042
	Paired-end
	90
	34,988,865[image: image74.png]


2
	[3]

	Prostate
	(Normal)

ERR031043
	Paired-end
	90
	34,266,043[image: image76.png]


2
	[3]

	Prostate
	(Cancer)

ERR031044
	Paired-end
	90
	34,758,125[image: image78.png]


2
	[3]
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