Processing of non-coding RNAs by the exosome

Table S1. Strains used in this study.

Strain Genotype Source or
Reference

BY 4741 MATa; ura3A0; leu2A0; his3A1; met15A0 This study”

(YF336)

DM Y 2800 MAT&; ura3-52; ade2-1; his3A11,15; [1]

(YF1444) leu2A3,112; trpIAl; canlA100; NTS2::mURAS-
LEU2+

Y SB2244 MAT®&; ura3A52; ade?Al; his3A11,15; [2]
leu2A3,112; trpIA1; canlA100; NTS2::mURAS-
LEU2+; rrp6A::KANMX

Y F1465 MATa ura3A0; leu2A0; his3A1; met15AO0, This study”
rrpd7A::KANMX

YF1977 MAT?; ura3A0; leu2A0; his3A0; dis3A::KANMX | [3]
[pDIS3 (LEU2, CEN/ARS]

YF1978 MAT?; ura3A0; leu2A0; his3A0; dis3A::KANMX | [3]
[pdis3 (D171A) (LEU2, CEN/ARS)]

YF1979 MAT?, ura3A0; leu2A0; his3A0; dis3A::KANMX | [3]
[pdis3 (D551N) (LEU2, CEN/ARS)]

YF1186 MATa ura3A0; leu2A0; his3A1; met15A0; This study”
dhh1A::KANMX

YF1694 MATa ura3A0; leu2A0; his3A1; met15AO0; This study”
XrnlA::KANMX

Y F1064 MATa; ura3A0; leu2A0; his3A1; metl 5A0; This Studyl
ccr4A::KANMX

YF1926 MATa; ura3A0; leu2A0; his3AI; Ism2-ts::URAS3; | [4]
canlA::LEU2-MFApPrHIS3; met15A0; lys2A0

YLV7 MATa; ura3A0; leu2A0; his3A1; metl 5A0; This study
rrp47A::KAN MX; ticlA::HIS3
[pPRS316-TLC1 (TLC1, URA3, CEN/ARS)]

YLV19 MATa ura3A0; leu2A0; his3A1; met15AO0, This study
tIc1A::HIS3
[pPRS316-TLC1 (TLC1, URA3, CEN/ARS)]

YLV22 MATa; ura3A0; leu2A0; his3A1; metl 5A0; This study
tIc1A::HIS3
[PRS316-TLC1 (TLC1, URA3, CEN/ARS)]
[pPRS315-TLC1 (TLC1, LEU2, CEN/ARS)]

YLVS MATa; ura3A0; leu2A0; his3A1; metl 5A0; This study
rrp47A::KAN MX; ticlA::HIS3
[PRS316-TLC1 (TLC1, URA3, CEN/ARS)]
[pPRS315-TLC1 (TLC1, LEU2, CEN/ARS)]

YLV24 MATa; ura3A0; leu2A0; his3A1; metl 5A0; This study
tIc1A::HIS3
[PRS316-TLC1 (TLC1, URA3, CEN/ARS)]
[PRS315- ticlsm (ticl-sm, LEU2, CEN/ARS)]

YLV36 MATa ura3A0; leu2A0; his3A1; met15AO0; This study

rrpd7A::KAN MX; tIclA::HIS3

Coy et al., Supporting Information




Processing of non-coding RNAs by the exosome

[PRS316-TLCL (TLCL, URA3, CEN/ARS)]
[pRS315- ticlsm (tlcl-smi, LEU2, CEN/ARS)]

YLV25 MATa; ura3A0; leu2A0; his3A1; metl SA0; This study
tIc1A::HIS3

[PRS316-TLC1 (TLC1, URA3, CEN/ARYS)]
[pPRS315-tlc1sm2T (tlcl-sm2T, LEU2,
CEN/ARS)]

YLV37 MATa; ura3A0; leu2A0; his3A1; metl 5A0; This study
rrp47A::KAN MX; ticlA::HIS3
[PRS316-TLCL1 (TLC1, URA3, CEN/ARS)]
[PRS315- tlc1sm2T (tlcl-sm2T, LEU2,
CEN/ARYS)]

YLV26 MATa; ura3A0; leu2A0; his3A1; metl 5A0; This study
tlc1A::HIS3

[PRS316-TLCL1 (TLC1, URA3, CEN/ARS)]
[PRS315-tlc1sm4CBC (tlcl-smAChC, LEU2,
CEN/ARS)]

YLV38 MATa; ura3A0; leu2A0; his3A1; metl SA0; This study
rrp47A::KAN MX; ticlA::HIS3
[PRS316-TLC1 (TLCL, URA3, CEN/ARYS)]
[pPRS315-tlc1smAC5C (tlcl-smaChC, LEU2,

CEN/ARS)]

YF182 MATao; ura3A52; leu2A3,112; trpl1A289; [5], [6]
smdl::LEU2
[PGAL::SMD1HA (GAL1::SMD1HA; URA3)]

YLV34 MATa; ura3A52; leu2A3,112; trp1A289; This study, [5],
smd1::LEU2; rrpa7A:KAN MX [pGAL::SMD1HA | [6]
(SMID1, URAJ)]

BY4742 MATa; ura3A0; leu2A0; his3A1; lys2A0 This Studyl

(Y F2068)

Y F2069 MATa; ura3A0; leu2A0; his3A1; lys2A0; This study®
tgs1A::KANMX

YF2070 MATa; ura3A0; leu2A0; his3A1; lys2A0; This study®
kap122A::KANMX

YF2088 (PSUA192- | MATa; ura3A52; trplAl; his3AI; lys2A801; [7]

507) SNr19A:LYS2
[PSE358 (snr19A192-507, TRP1, CEN/ARS)]

YLV6ES MATa;, ura3A52; trplAl; his3A1; lys2A801; This study, [7]

Sr19A::LYS?; rrpd7A::KAN MX
[pSE358 (snr19A192-507, TRP1, CEN/ARS)]

YF2081 (RSY1) MATa; ura3A52; leu2A3,112; trpIA289; ade2 [7]
arg4 (RV-); snri9A::ADE2
[pPXL46 (GAL::U1, URA3)]
[YEplacl12 (snrl19A192-507sm, TRP1)]

YLV48 MATa ura3A52; leu2A3,112; trp1A289; ade2 This study
arg4 (RV-); snri9A::ADEZ2; rrpd7A::KAN MX
[pXL46 (GAL::U1, URA3)]

[YEplacl12 (snr19A192-507sm, TRP1)]

YLV46 MATa; ura3A0; 1eu2A0; his3A1; met15A0; This study
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[pPRS423-NTSL (NTSL, HIS3, 2y)]

YLVA47 MATa; ura3A0; leu2A0; his3A1; met15A0; This study
rrpd7A::KAN MX
[PRSA423-NTSL (NTSL, HIS3, 2]

YLV81 MATa; ura3A0; 1eu2A0; his3A1; met15A0 This study
[pPRSA23-ntsl::Sn (ntsl::Sm, HIS3, 2u)]

YLV82 MATa; ura3AO0; leu2A0; his3A1; met15A0; This study
rrpd7A::KAN MX
[pPRS423-ntsl::Sm (ntsl::Sm, HIS3, 2u)]

YLV93 MATa; ura3A0; 1eu2A0; his3A1; met15A0 This study
[PRS423-ntsl::smAC5C (ntsl::smAChC, HIS3,
2u)]

YLV94 MATa; ura3A0; [eu2A0; his3A1; met15A0; This study
rrpd7A::KAN MX
[PRS423-ntsl::smAC5C (ntsl::smAC5C, HIS3,
2p)]

YLV125 MATa; ura3A0; leu2A0; his3A1; metl SA0; This study, [8]
rrpd7A::KAN MX; tIc1A::HIS3; proA-EST2 (N-
terminal tag)
[pPRS315-tlc1sm4C5C (tlcl-smaC5C, LEU2,
CEN/ARS)]

YLV126 MAT®; ura3A0; leu2A0; his3A1; metl 5A0; This study, [8]
tIc1A::HIS3; proA-EST2 (N-terminal tag)
[pPRS315-TLC1 (TLC1, LEU2, CEN/ARS)]

YLV115 MATa; ura3-52; leu2-1; trpl-63; his3A::LEUZ; This study
ratl-1; <HIS>Pgal::HA2- NRD1

YLV154 MATa; ura3-52; leu2-1; trpl-63; his3A::LEU2; This study
ratl-1; <HIS>Pgal::HA2- NRD1; rrp47A::KAN
MX

YF691 MATa; ura3-52; leu2-3, 112; trp1A0; pep4-3 [9]

Y F1446 MATa; ura3-52; leu2-3, 112; trp IA0; peps-3; [9]
senl-1

Y F1449 MATa; ura3-52; leu2-3, 112; trpIA0; peps-3; [2]
senl-1; rrp6A::URAS3

YP34 h+; urad; leul-32; his2; otr1::URA4+; ade6-210 | [10]

(SPT999a)

Y P35 h+; urad; leul-32; his2; otrl::URA4+; ade6-210; | This study,

(SPEN 297) rrpbA::KAN MX [10]

Y P67 h-; leul; urad; dis3-54 [11]

Y P53 h+; ura4-A18; leul-32; ade6-216; DIS3-3xHA- This study
TAP::KAN MX

Y P54 h+; urad; leul-32; his2; otr1::URA4+; ade6-210; | This Study
rrpbA::KAN MX; DIS3-3xHA-TAP:: KAN MX

Y P22 h+; urad-A18; leul-32; ade6-216 This study

1-strains were obtained from the Saccharomyces Genome Deletion Project
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MAT? - indicates that the mating type of ahaploid strain is not known.
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