
	Table S3.  Performance of 81 poorer performing gDNA samples on repeat DBS extraction and genotyping

	
	
	Sample performance on repeat extraction and genotyping

	
	
	Successful (CR >99.5%)
	Successful (CR 99-99.5%)
	Marginal
	Failed
	Contaminated
	Total

	Sample performance on original genotyping
	Successful  (CR 99-99.5%)
	25
	5
	0
	0
	0
	30

	
	Marginal
	11
	5
	1
	4
	0
	21

	
	Failed
	10
	6
	1
	0
	0
	17

	
	Contaminated
	9
	2
	0
	1
	1
	13

	
	Total
	55
	18
	2
	5
	1
	81







