Table S6: Confirmation of RNA-seq results by RT-PCR.

	Gene number
	Gene name
	Orientationa
	RNA-seqb
	RT-PCRc

	STM2884
	sipC
	-
	5.21
	5.56

	STM3512
	gntT
	+
	0.01
	0.35

	STM2867
	hilC
	-
	5.45
	6.39

	STM2924
	rpoS 
	-
	-0.80
	-1.29

	STM0597
	entB
	+
	-3.69
	-4.25

	STM2899
	invF
	-
	5.25
	1.01

	STM2395
	pgtE
	-
	0.55
	1.29

	STM1231
	phoP
	-
	1.21
	1.42

	STM2876
	hilA
	+
	5.48
	5.33

	STM3924
	wecD
	+
	-0.65
	-0.59

	STM1631
	sseJ
	+
	NAd
	0.02

	STM1419
	ssaR
	+
	2.05
	0.63


a The transcription direction (+: Watson strand, -: Crick strand).
b Log2 of expression ratios (ratio of RPKM in wild-type and fis deletion mutant samples) obtained from RNA-seq.
c Log2 of expression ratios (ratio of RPKM in wild-type and fis deletion mutant samples) obtained from the RT-PCR.
d The RPKM in wild-type is undetectable (approximately 0).
