Name Length Start End Region Size
;c:gts:i:]viclzl):ypothetlcal protein, putative cell filamentation 693 119455 127207 7752
FIG01029139: hypothetical protein CDS 687 119455 127207 7752
FIG01029400: hypothetical protein CDS 756 119455 127207 7752
hypothetical protein CDS 210 119455 127207 7752
hypothetical protein CDS 156 119455 127207 7752
hypothetical protein CDS 210 119455 127207 7752
hypothetical protein CDS 189 119455 127207 7752
hypothetical protein CDS 561 119455 127207 7752
hypothetical protein CDS 285 119455 127207 7752
putative cell filamentation protein CDS 636 119455 127207 7752
exopolysaccharide biosynthesis protein related to N-

acetylglucosamine-1-phosphodiester alpha-N- 1317 138835 139305 470
acetylglucosaminidase CDS

predicted nucleic acid-binding protein CDS 489 138835 139305 470
UBA/THIF-type NAD/FAD binding fold CDS 1071 149644 150934 1290
hypothetical protein CDS 1179 260142 261857 1715
hypothetical protein CDS 117 260142 261857 1715
hypothetical protein CDS 1314 283582 285106 1524
ATP-binding protein of ABC transporter CDS 777 319311 324416 5105
FIG01028874: hypothetical protein CDS 1215 319311 324416 5105
FIG01029167: hypothetical protein CDS 792 319311 324416 5105
hypothetical protein CDS 333 319311 324416 5105
hypothetical protein CDS 903 319311 324416 5105
gl;(si—type amino acid transport system, permease component 684 620953 624517 3564
ng};gig;?gg—;ype polar amino acid transport system, ATPase 765 620953 624517 3564
Glutamate binding protein CDS 831 620953 624517 3564
putative glutamate transporter permease protein CDS 939 620953 624517 3564
FIG01029195: hypothetical protein CDS 1194 656126 657389 1263
hypothetical protein CDS 1791 1237261 1239756 2495
putative integral membrane protein CDS 687 1410305 1411220 915
Pyruvate oxidase [ubiquinone, cytochrome] (EC 1.2.2.2) CDS 1752 1817923 1820007 2084
cell wall surface anchor family protein CDS 735 1924698 1925692 994
sgltr:i)nag;lsABC transporter, periplasmic amino acid-binding 846 2084618 2090544 5926
Cystathionine gamma-lyase (EC 4.4.1.1) CDS 1161 2084618 2090544 5926
hypothetical protein CDS 1029 2084618 2090544 5926
O-acetylhomoserine sulfhydrylase (EC 2.5.1.49) CDS 1152 2084618 2090544 5926
FIG01029286: hypothetical protein CDS 981 2105030 2107749 2719
FIG01029131: hypothetical protein CDS 1476 2209635 2211353 1718




