Table S3: Correlation analysis of NO levels and Selected 10 pathways affected progressively or only in long term manner

by RR (Bold).

The correlation analysis was performed both by comparing FeNO and gene expression levels at particular time point (e.g.
T0, T1, T2) as well as changes in gene expression and FeNO levels within a group. The significance of the correlation
was determined on the basis of P value (P < 0.05) and FDR (<25%). The positive and negative correlations between
FeNO and gene expression levels are indicated by red and green color respectively.
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