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System	  Biology	  analysis	  of	  Upregulated	  Progressive	  Pattern:	  	  
	  
Total	  Unique	  Genes:	  359	  genes	  
	  
	  
	  
Network	  Development	  for	  359	  genes:	  Using	  Common	  Pathways	  ,	  Protein	  Protein	  
Interaction,	  Protein	  DNA,	  Protein	  RNA	  
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