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Figure S1: Flowchart of participants included in this study
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Flowchart of number of participants included in this study. n: number of participants; NESDA: Netherlands Study of Depression and Anxiety; PCLO: Piccolo genotype; PCLO+: PCLO risk allele carriers; PCLO-: PCLO non-risk allele carriers.
Table S2: Optimal threshold calculation for multiple comparison correction 

	
	mean correlation
	critical p-value

	Positive > neutral encoding
	0.63
	0.026

	Negative > neutral encoding
	0.75
	0.032

	Positive > neutral recognition
	0.84
	0.037

	Negative > neutral recognition
	0.69
	0.029


Analysed using www.quantitativeskills.com/sisa/calculations/bonfer.htm; number of tests: 6 (ACC, IFG, amygdala, hippocampus, insula, striatum), alpha: .05
Table S3: Main effect of encoding and recognition, specified per valence 

	Negative word encoding

	 
	 
	 
	MNI coordinates
	
	
	

	Regions
	Side
	BA
	x
	y
	z
	F
	p FDR corrected 
	ka

	Inferior frontal gyrus
	R
	13
	39
	24
	9
	>8
	<.05
	40

	
	R
	45
	51
	27
	3
	>8
	<.05
	40

	
	R
	47
	42
	21
	-15
	>8
	<.05
	7

	
	R
	9
	48
	6
	33
	>8
	<.05
	278

	Medial frontal gyrus
	L
	BA10
	-3
	57
	-3
	>8
	<.05
	9

	
	R
	BA6
	3
	0
	57
	>8
	<.05
	51

	
	L
	BA9
	-6
	51
	27
	>8
	<.05
	208

	Middle frontal gyrus
	R
	BA10
	36
	48
	30
	>8
	<.05
	6

	
	L
	BA10
	-33
	45
	27
	>8
	<.05
	4

	
	L
	BA46
	-39
	30
	21
	>8
	<.05
	2

	
	L
	BA6
	-30
	-6
	54
	>8
	<.05
	4415

	
	R
	BA6
	36
	-6
	57
	>8
	<.05
	278

	
	R
	BA9
	36
	27
	39
	>8
	<.05
	2

	Superior frontal gyrus
	L
	9
	-3
	57
	33
	>8
	<.05
	208

	
	R
	10
	21
	60
	24
	>8
	<.05
	208

	
	L
	10
	-24
	60
	21
	>8
	<.05
	2

	Anterior cingulate
	L
	24
	0
	33
	0
	>8
	<.05
	1

	
	L
	32
	-6
	27
	30
	>8
	<.05
	51

	
	R
	32
	6
	18
	33
	>8
	<.05
	51

	
	L
	32
	-3
	15
	33
	>8
	<.05
	51

	
	L
	24
	-3
	-9
	48
	>8
	<.05
	51

	Posterior cingulate
	L
	29
	-3
	-48
	6
	>8
	<.05
	31

	Amygdala
	L
	
	-21
	-6
	-24
	>8
	<.05
	11

	
	R
	
	30
	-6
	-12
	>8
	<.05
	48

	Inferior parietal
	R
	40
	63
	-39
	27
	>8
	<.05
	1

	Fusiform
	R
	19
	45
	-69
	-15
	>8
	<.05
	65

	
	L
	37
	-42
	-66
	-18
	>8
	<.05
	52

	
	L
	37
	-39
	-54
	-12
	>8
	<.05
	52

	Insula
	R
	13
	39
	0
	-9
	>8
	<.05
	48

	
	R
	13
	45
	-45
	24
	>8
	<.05
	2

	Middle temporal 
	L
	21
	-51
	0
	-24
	>8
	<.05
	4415

	
	R
	37
	48
	-63
	-6
	>8
	<.05
	65

	Superior temporal
	R
	21
	51
	-24
	-6
	>8
	<.05
	111

	
	R
	22
	57
	9
	-3
	>8
	<.05
	4

	
	R
	38
	48
	6
	-27
	>8
	<.05
	9

	
	L
	38
	-33
	0
	-12
	>8
	<.05
	13

	Hippocampus
	L
	
	-33
	-27
	-9
	>8
	<.05
	1

	Positive word encoding

	 
	 
	 
	MNI coordinates
	
	
	

	Regions
	Side
	BA
	x
	y
	z
	F
	p FDR corrected
	ka

	Inferior frontal gyrus
	R
	45
	54
	24
	6
	>8
	0.032
	2

	
	L
	47
	-48
	18
	-6
	>8
	0.024
	13

	Medial frontal gyrus
	L
	10
	-3
	57
	-3
	>8
	0.001
	180

	
	L
	10
	-6
	60
	6
	>8
	0.005
	180

	
	L
	10
	-3
	60
	27
	>8
	0.032
	180

	
	L
	6
	-3
	-6
	57
	>8
	0.027
	5

	Middle frontal gyrus
	L
	6
	-45
	3
	51
	>8
	0.024
	1

	Anterior cingulate
	L
	24
	-6
	-24
	39
	>8
	0.018
	24

	Inferior parietal lobule
	L
	40
	-54
	-27
	30
	>8
	0.011
	15

	
	L
	40
	-42
	-39
	51
	>8
	0.032
	2

	
	R
	40
	45
	-33
	42
	>8
	0.05
	1

	Precentral gyrus
	L
	6
	-30
	-18
	57
	>8
	0.007
	41

	
	L
	6
	-33
	-6
	39
	>8
	0.02
	41

	Postcentral gyrus
	L
	3
	-18
	-30
	51
	>8
	0.008
	18

	
	R
	3
	57
	-18
	30
	>8
	0.008
	20

	Precuneus
	L
	31
	-6
	-54
	30
	>8
	0.018
	10

	Caudate body
	L
	
	-12
	-3
	15
	>8
	0.043
	2

	Caudate tail
	R
	
	36
	-18
	-12
	>8
	0.01
	13

	Middle temporal gyrus
	L
	21
	-51
	3
	-24
	>8
	0.039
	3

	
	L
	22
	-54
	-45
	-3
	>8
	0.044
	3

	
	L
	39
	-54
	-63
	6
	>8
	0.006
	120

	Superior temporal gyrus
	L
	13
	-48
	-48
	18
	>8
	0.001
	120

	
	L
	21
	-51
	-27
	-6
	>8
	0.041
	2

	Negative word recognition

	 
	 
	 
	MNI coordinates
	
	
	

	Regions
	Side
	BA
	x
	y
	z
	F
	p uncorrected
	kb

	Precentral gyrus
	R
	6
	57
	-12
	39
	>8
	<.001
	2

	Parahippocampal gyrus 
	R
	28
	27
	-18
	-24
	>8
	<.001
	2

	
	R
	34
	18
	-12
	-18
	>8
	0.001
	6

	
	R
	36
	27
	-33
	-21
	>8
	<.001
	8

	
	L
	36
	-27
	-36
	-21
	>8
	0.001
	1

	Hippocampus
	L
	
	-33
	-15
	-24
	>8
	0.001
	1

	Lingual gyrus
	R
	17
	12
	-87
	-6
	>8
	<.001
	12

	
	L
	17
	-9
	-87
	-3
	>8
	0.001
	3

	Middle temporal gyrus
	
	21
	57
	-3
	-12
	>8
	<.001
	7

	Superior temporal gyrus
	
	21
	63
	-15
	-3
	>8
	<.001
	7


Main effect of encoding and recognition, specified per valence. MNI, Montreal Neurological Institute; BA, Brodmann Area; k, cluster size L, left; R, right.
a: clustersize at p<.05 FDR whole brain corrected 

b: clustersize at p<.001 uncorrected 

No main effect of positive word recognition was found
Table S4: PCLO genotype effect during task

	Negative word encoding

	
	
	
	
	MNI coordinates
	
	
	

	Contrast
	Regions
	Side
	BA
	x
	y
	z
	Z
	p FDRa
	kb

	PCLO+ < PCLO-
	ACC
	L
	32
	-3
	33
	30
	3.12
	0.046
	41

	
	
	R
	32
	9
	33
	18
	3.49
	0.046
	41

	
	
	L
	32
	-3
	42
	-3
	3.00
	0.046
	15

	
	IFG
	L
	13
	-42
	12
	12
	3.79
	0.045
	80

	
	
	L
	47
	-36
	30
	-3
	3.41
	0.045
	80

	
	
	R
	47
	33
	30
	-6
	3.42
	0.045
	63

	
	
	L
	45
	-54
	27
	9
	3.34
	0.045
	7

	
	Insula
	R
	N/A
	33
	27
	-3
	4.26
	0.007*
	63

	
	
	R
	N/A
	45
	18
	-6
	3.26
	0.016*
	63

	
	
	L
	13
	-42
	12
	0
	3.92
	0.008*
	54

	
	
	R
	N/A
	39
	-3
	0
	3.22
	0.016*
	40

	Positive word encoding 

	
	
	
	
	
	
	
	
	p uncorrecteda
	

	PCLO+ < PCLO-
	Inferior frontal gyrus
	L
	47
	-45
	15
	-6
	3.26
	0.001
	3

	
	Precentral gyrus
	R
	4
	63
	-9
	24
	3.22
	0.001
	1

	
	Anterior cingulate
	L
	24
	-3
	-9
	24
	3.2
	0.001
	4

	
	Hippocampus
	R
	
	27
	-18
	-12
	3.67
	<.001
	2

	
	Caudate Head
	R
	
	9
	12
	-6
	3.19
	0.001
	2

	
	Insula
	L
	13
	-36
	6
	15
	3.52
	<.001
	2

	
	
	R
	13
	45
	3
	-9
	3.94
	<.001
	18

	
	
	R
	13
	45
	-3
	0
	3.80
	<.001
	9

	
	
	R
	47
	33
	18
	0
	3.80
	<.001
	21

	
	Putamen
	L
	
	-15
	15
	-6
	3.59
	<.001
	11

	
	
	L
	
	-24
	0
	-9
	3.13
	0.001
	1

	Negative word recognition

	
	
	
	
	
	
	
	
	p uncorrecteda
	

	PCLO+ > PCLO-
	Paracentral lobule
	L
	4
	-15
	-42
	57
	3.15
	<.001
	1

	
	Precentral gyrus
	R
	4
	60
	-6
	24
	3.18
	<.001
	3

	
	Anterior cingulate
	L
	24
	-15
	0
	48
	3.16
	<.001
	1

	
	
	L
	24
	-18
	3
	51
	3.11
	<.001
	1

	
	Cuneus
	L
	18
	-18
	-90
	18
	3.58
	<.001
	7

	
	Lingual gyrus
	R
	19
	30
	-78
	-6
	3.11
	<.001
	1

	
	Inferior parietal lobule
	R
	40
	60
	-39
	24
	3.17
	<.001
	1

	
	Precuneus
	R
	7
	12
	-45
	54
	3.33
	<.001
	4

	
	
	R
	7
	27
	-54
	51
	3.09
	<.001
	1

	
	Supramarginal gyrus
	L
	40
	-54
	-42
	30
	3.63
	<.001
	3

	
	Insula
	L
	13
	-30
	-27
	21
	3.45
	<.001
	3

	
	
	R
	13
	48
	-42
	24
	3.45
	<.001
	6

	
	Middle temporal gyrus
	R
	37
	45
	-66
	6
	3.37
	<.001
	6

	
	
	R
	39
	45
	-69
	21
	3.35
	<.001
	4

	
	
	R
	39
	39
	-60
	21
	3.21
	<.001
	1

	
	Superior temporal gyrus
	R
	39
	48
	-57
	6
	3.33
	<.001
	1

	
	
	R
	39
	48
	-54
	15
	3.2
	<.001
	1

	
	
	L
	41
	-39
	-33
	9
	3.1
	<.001
	2

	
	
	L
	42
	-60
	-27
	12
	3.23
	<.001
	6


PCLO, piccolo genotype; PCLO+, PCLO risk allele carriers; PCLO-, PCLO non-risk allele carriers; MNI, Montreal Neurological Institute; BA, Brodmann Area; k, cluster size L, left; R, right. 

a: PCLO genotype effects during positive word encoding, negative word recognition, and positive word recognition did not meet P<.05 FDR corrected. Therefore p-values of positive word encoding and negative word recognition are reported at P<.001 uncorrected. b: clustersize for the described threshold; * P<.05 FDR Bonferroni corrected [with a threshold of .032 for negative encoding]; No PCLO genotype effect during positive word recognition was found.

Figure S5: Parameter estimates of correctly recognized old versus new words
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