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	CHR Location
	SNP
	Ref. Allele
	OR (95% CI)
	P

	6q21
	rs742109
	A
	0.99(0.83-1.19)
	0.95

	5q23.1
	rs1508805
	T
	1.13(0.92-1.40)
	0.24

	1q25.2
	rs2501618
	A
	0.99(0.77-1.26)
	0.93

	4q22.1
	rs4290865
	A
	0.79(0.62-1.00)
	0.05

	13q14.3
	rs9536579
	A
	1.03(0.82-1.28)
	0.81

	7p21.2
	rs3801094
	A
	0.94(0.88-1.00)
	0.53

	8q24.21
	rs7841347
	A
	0.92(0.77-1.10)
	0.37

	15q21.1
	rs10519201
	C
	0.95(0.72-1.26)
	0.74

	22q12.3
	rs5756444
	G
	1.03(0.86-1.24)
	0.75

	3p24.2
	rs9833191
	C
	1.03(0.85-1.23)
	0.77

	5q35.2
	rs6897549
	C
	0.87(0.71-1.06)
	0.18

	3q26.2
	rs7632718
	C
	0.99(0.83-1.18)
	0.91



