
                         

 
 

Figure S3. Natural logarithm of odds ratios of COG categories when comparing the three termite 

hindgut P3 metagenomes to the average of a total of 149 metagenomes not associated with 

termites (a) and to the average of all 2456 bacterial genomes (b) in the IMG/M database as 

publically available in March, 2011.  


