Table S1 Sequence identity matrix of the atp6 native C-terminals along with the Glomus sp. 229456 putative foreign inserted C*-terminal. 

	Seq->
	Gsp229456

Insert
	Gsp229456

Native
	Gi197198
	Gi494
	Gi234179
	Gi240415
	Gi234328
	Gsp213198
	fascicula
	aggregatum
	Gsp240422
	cerebri
	G._rosea

	Gsp229456

Insert
	ID
	63.5%
	68.1%
	68.1%
	68.1%
	68.1%
	68.1%
	74.1%
	68.1%
	68.1%
	68.1%
	56.1%
	50.3%

	Gsp229456

Native
	63.5%
	ID
	91.2%
	91.2%
	91.2%
	91.2%
	91.2%
	72.5%
	91.2%
	91.2%
	90.8%
	56.6%
	49.0%

	Gi197198
	68.1%
	91.2%
	ID
	100.0%
	100.0%
	100.0%
	100.0%
	71.7%
	100.0%
	100.0%
	99.6%
	56.0%
	48.5%

	Gi494
	68.1%
	91.2%
	100.0%
	ID
	100.0%
	100.0%
	100.0%
	71.7%
	100.0%
	100.0%
	99.6%
	56.0%
	48.5%

	Gi234179
	68.1%
	91.2%
	100.0%
	100.0%
	ID
	100.0%
	100.0%
	71.7%
	100.0%
	100.0%
	99.6%
	56.0%
	48.5%

	Gi240415
	68.1%
	91.2%
	100.0%
	100.0%
	100.0%
	ID
	100.0%
	71.7%
	100.0%
	100.0%
	99.6%
	56.0%
	48.5%

	Gi234328
	68.1%
	91.2%
	100.0%
	100.0%
	100.0%
	100.0%
	ID
	71.7%
	100.0%
	100.0%
	99.6%
	56.0%
	48.5%

	Gsp213198
	74.1%
	72.5%
	71.7%
	71.7%
	71.7%
	71.7%
	71.7%
	ID
	71.7%
	71.7%
	71.7%
	63.9%
	59.3%

	fascicula
	68.1%
	91.2%
	100.0%
	100.0%
	100.0%
	100.0%
	100.0%
	71.7%
	ID
	100.0%
	99.6%
	56.0%
	48.5%

	aggregatum
	68.1%
	91.2%
	100.0%
	100.0%
	100.0%
	100.0%
	100.0%
	71.7%
	100.0%
	ID
	99.6%
	56.0%
	48.5%

	Gsp240422
	68.1%
	90.8%
	99.6%
	99.6%
	99.6%
	99.6%
	99.6%
	71.7%
	99.6%
	99.6%
	ID
	56.0%
	48.5%

	cerebri
	56.1%
	56.6%
	56.0%
	56.0%
	56.0%
	56.0%
	56.0%
	63.9%
	56.0%
	56.0%
	56.0%
	ID
	63.7%

	G._rosea
	50.3%
	49.0%
	48.5%
	48.5%
	48.5%
	48.5%
	48.5%
	59.3%
	48.5%
	48.5%
	48.5%
	63.7%
	ID


