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Table S1. Genetic variants included in the study. All were tested for biomarker analyses. SNPs tested in previous studies for genetic association with AD were not included in the present study, as indicated.
	Gene 


	SNP
	Genetic association

	Top AlzGene loci
	
	

	1, CR1
	rs6656401
	Previously tested. Significant in GWASa
 ADDIN EN.CITE 
[1]


	2, BIN1
	rs744373
	Previously tested. Significant in replication studya
 ADDIN EN.CITE 
[2]


	2, BIN1
	rs7561528
	Gene previously tested in GWASa
 ADDIN EN.CITE 
[3]
 

	6, CD2AP
	rs9349407
	Previously tested. Significant in GWASa3


[ ADDIN EN.CITE ]


	8, CLU
	rs11136000
	Previously tested. Significant in GWASa
 ADDIN EN.CITE 
[1]


	11, MS4A4E
	rs670139
	Previously tested. Significant in GWASa
 ADDIN EN.CITE 
[3]


	11, MS4A6A
	rs610932
	Previously tested. Significant in GWASa
 ADDIN EN.CITE 
[3]


	11, PICALM
	rs3851179
	Included in current study

	11, PICALM
	rs642949
	Included in current study

	19, ABCA7
	rs3752246
	Previously tested. Significant in GWASa
 ADDIN EN.CITE 
[3]


	19, CD33
	rs3865444
	Previously tested. Significant in GWASa
 ADDIN EN.CITE 
[3]


	19, APOEc
	(2/(3/(4
	Included in current study

	GWAS
	
	

	6, MTHFD1L
	rs11754661
	Included in current study

	11, MS4A4A
	rs2304933
	Included in current study

	11, MS4A4A
	rs4938933
	Included in current study

	19, EXOC3L2
	rs597668
	Previously tested. Significant in replication studya
 ADDIN EN.CITE 
[2]


	2. EPC2
	rs1374441
	Included in current study

	2. EPC2
	rs4499362
	Included in current study

	15, CYP19A
	rs2899472
	Included in current studyb4[]


	7, RELN
	rs429837
	Included in current study

	19, TOMM40
	rs157580
	Included in current study

	19, TOMM40
	rs2075650
	Included in current study

	Other candidate genes
	
	

	2, PPP3R1
	rs1868402
	Included in current study

	3, TF
	rs1049296
	Included in current study

	10, IDE
	rs1887922
	Included in current studyb5[]


	11, BDNF
	rs6265
	Previously tested. Not significant in genetic association analysisa6[]


	11, SORL1
	rs2070045
	Included in current study

	11, SORL1
	rs3824968
	Included in current study

	11, SORL1
	rs73595277
	Included in current study 

	14, CYP46a
	rs754203
	Previously tested. Significant in candidate gene analysisa7[]


	17, ACE
	rs4293
	Included in current studyb
 ADDIN EN.CITE 
[8]


	17, MAPT
	rs16940758
	Included in current study 

	17, MAPT
	rs2435211
	Included in current study

	17, MAPT haplotype
	rs1467967
	Included in current study

	17, MAPT haplotype
	rs7521
	Included in current study

	19, TOMM40
	rs8106922
	Included in current study


Abbreviations: Chr, chromosome; SNP, single nucleotide polymorphism; CSF, cerebrospinal fluid; GWAS, genome-wide association study 
Gene names: CR1, complement component receptor 1; BIN1, bridging integrator 1; CD2AP, CD2-associated protein; CLU, clusterin; MS4A4E, membrane-spanning 4-domains, subfamily A, member 4E; MS4A6A, membrane-spanning 4-domains, subfamily A, member 6A; PICALM, phosphatidylinositol binding clathrin assembly protein; ABCA7, ATP-binding cassette, subfamily A, member 7; CD33, CD33 molecule; MTHFD1L, methylenetetrahydrofolate dehydrogenase 1-like; RELN, reelin; MS4A4A, membrane-spanning 4-domains, subfamily A, member 4A; EXOC3L2, exocyst complex component 3-like 2; EPC2, enhancer of polycomb homolog 2; CYP19A, cytochrome P450, family 19, subfamily a, polypeptide 1; TOMM40, translocase of outer mitochondrial membrane 40 homolog; PPP3R1, protein phosphatase 3, regulatory subunit B, alpha; TF, transferin ; IDE, insulin-degrading enzyme; BDNF, brain-derived neurotrophic factor; SORL1, sortilin-related receptor; CYP46a, cytochrome P450, family 46, subfamily A, polypeptide; ACE, angiotensin I converting enzyme 1; MAPT, microtubule-associated protein tau; TOMM40, translocase of outer mitochondrial membrane 40 homolog; APOE, apolipoprotein E
aGene previously genotyped in GWAS or SNP genotyped in genetic association studies that included the Finnish cohort and excluded from the genetic association analysis in the present study but included in the biomarker analysis

bGene previously genotyped in the Finnish cohort but with different SNP(s). Present SNP included in the genetic association and biomarker analysis.
cAPOE tested for reference purposes.
Number in table text [ ] denotes references.
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