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Figure S4-1, sample: 4393489295_R02C02, Internal ID:NA, COSTA RICA, case, chrl1:18022097-18576259
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Figure S4-2, sample: 4408206477 _R02CO01, Internal ID:NA, COSTA RICA, case, chr1:80933925-81444601
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Figure S4-3, sample: 4343211370_R01CO02, Internal ID:NA, COSTA RICA, case, chr2:333588-1004837
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Figure S4-4, sample: 4378641751 _R02CO01, Internal ID:NA, COSTA RICA, case, chr2:32487194-33174461
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Figure S4-5, sample: 4381234508_R01C02, Internal ID:38.1, COLOMBIA, case, chr2:32487194-33186442
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Figure S4-6, sample: 4408206324 _R01CO02, Internal ID:NA, COSTA RICA, case, chr2:50817046-51203727
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Figure S4-7, sample: 4506295058_R01CO01, Internal ID:64.1, COLOMBIA, case, chr2:51022554-51422546
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Figure S4-8, sample: 4378959456_R01C02, Internal ID:NA, COSTA RICA, case, chr3:852235-1403635
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Figure S4-9, sample: 4506287122_R01CO02, Internal ID:10.1, COLOMBIA, case, chr3:100249016-100886715
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Figure S4-10, sample: 4381234052_R02CO01, Internal ID:41.1, COLOMBIA, case, chr3:100269291-100876782
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Figure S4-11, sample: 4506279006_R02C02, Internal ID:51.1, COLOMBIA, case, chr3:100269291-100886715

i
4

+

+

+
+H + +

+ + o, .+ +y
+ ¥ o + o+
gt o Ayt g +++&f * *
+ RS T A A ¥ +_t R
t o4 * + T+ * ++ + ++ + + + +| + +$ * + +
+ gt # ' " [ s + ++
i ++ ++++ :+ + Hy +*+ - + + + +
+ + + 1 1 + +
o + X
+ : N : *
1 + 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
AC106728.6 COL8A1 FILIP1L
| [ K I |
[ 0 T | |
||| | | ml
| |
ST3GAD&EBLD2 C3orf26
I I I I I I I I
100.0 100.2 100.4 100.6 100.8 101.0 101.2 101.4
Position (chr3, hg18, Mb)
. +-:_++|+ + + H gk . + o+ +: +++-1h+ . w *++ B e + +
+ 'y + + + i+
1 + 1 +
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 + + ++ 1
1 + 1
1 1
1 1
+ ! ! +4 + Ty
+ ! ! #F  +++ + +
1 1 +
1 1
1 1
1 + 1
* + 7 + o+ !
1 1
1 1
1 1
1 1
1 1
+ 1 1
1 1
1 1
+ 1 1
* ! + + o4 "+
I A 1 + g :’E:i-++ TUUUIFEE SN S LK U A A+t gy + *
AC106728.6 COL8A1 FILIP1L
| [ K I |
[ 0 T | |
||| | | ml
| |
ST3GAD&EBLD2 C3orf26
I I I I I I I I
100.0 100.2 100.4 100.6 100.8 101.0 101.2 101.4

Position (chr3, hg18, Mb)




LogR ratio

B allele frequency

1.0

0.5

0.0

-0.5

-1.0

0.6 0.8 1.0

0.4

0.2

0.0

Figure S4-12, sample: 4506279152_R02C02, Internal ID:112.1, COLOMBIA, case, chr3:100269291-100886715

+
+ + + .
+ ++ + T + +
it T e e S u
+ o4t o+ F L )
J& o A S
+ i o 4 + 4+ A T
_f*t+++ Fa + [ 4+t o o + 7o
'II-'II-;+++ _H—++‘I+++¢+I | M+ ++7 4 +
+ 4+ + + | | + + F +
+ + 1 + 1
++ + 1 1
1 1
| + |
1 1
1 1
1 1
1 + 1
1 1
1 1
1 1
1 1
1 1
1 1
AC106728.6 COL8A1 FILIP1L
| [ | U I I
[ 0 T | I
||| I | IIII
I I
ST3GAD&EBLD2 C3orf26
I I I I I I I I
100.0 100.2 100.4 100.6 100.8 101.0 101.2 101.4
Position (chr3, hg18, Mb)
++H o+t + + + b HH H R R b R g e i 4+ + +
1 1
I I
1 1
1 1
1 1
1 1
1 1
1 1
1 1
| ++ |
+ +
I++++ -II
| + + |
1 1
+ 1 1 +
F+t oW o ! + Lt
+ + + F + | [ H +
+ + o+
. + ! ! +++ + + +
1 1 +
] + ]
II'+ T+ 4+ +
I + I
1 1
1 1
1 1
1 1
1 1
1 1
1 1
1 1
+# 4+ # o+t + b b B R H 4 +t + ++ + + ++
AC106728.6 COL8A1 FILIP1L
| [ | U I I
[ 0 T | I
||| I | IIII
I I
ST3GAD&EBLD2 C3orf26
I I I I I I I I
100.0 100.2 100.4 100.6 100.8 101.0 101.2 101.4

Position (chr3, hg18, Mb)




LogR ratio

B allele frequency

1.0

0.5

0.0

-0.5

-1.0

0.6 0.8 1.0

0.4

0.2

0.0

Figure S4-13, sample: 4506279048 R01CO01, Internal ID:4.1, COLOMBIA, case, chr3:100280863-100803397
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Figure S4-14, sample: 4494431075 _R01CO02, Internal ID:NA, COSTA RICA, case, chr4:16443738-17281982
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Figure S4-15, sample: 4515503168_R01CO01, Internal ID:C209, COLOMBIA, control, chr4:60141415-61036349
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Figure S4-16, sample: 4506287107_R02CO01, Internal ID:C433, COLOMBIA, control, chr4:92715486-93380874
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Figure S4-17, sample: 4366261658 R01CO02, Internal ID:CP-054-3, COLOMBIA, control, chr4:92816858-93409221
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Figure S4-18, sample: 4408206718_R01C02, Internal ID:NA, COSTA RICA, case, chr4:108061142-108572634
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Figure S4-19, sample: 4506252049 R02CO01, Internal ID:C295, COLOMBIA, control, chr5:2189570-2739712
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Figure S4-20, sample: 4343211465_R02C02, Internal ID:124.1, COLOMBIA, case, chr5:45400632-46196544
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Figure S4-21, sample: 4393489522 _R02C02, Internal ID:NA, COSTA RICA, case, chr5:101503405-102033686
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Figure S4-22, sample: 4408206717_R02CO01, Internal ID:NA, COSTA RICA, case, chr5:101532676-102033686
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Figure S4-23, sample: 4343211438_R01CO01, Internal ID:C290, COLOMBIA, control, chr5:178346422-179620378
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Figure S4-24, sample: 4506279055_R02CO01, Internal ID:CP-089-2, COLOMBIA, control, chr7:16805611-17713153
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Figure S4-25, sample: 4506295002_R01CO01, Internal ID:60.1, COLOMBIA, case, chr7:61681059-62336389
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Figure S4-26, sample: 4393438068 R01CO01, Internal ID:NA, COSTA RICA, case, chr8:2290333-3130717
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Figure S4-27, sample: 4506295006_R02C02, Internal ID:C14, COLOMBIA, control, chr8:2334306-2883118
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Figure S4-28, sample: 4343211598_R02C02, Internal ID:5.1, COLOMBIA, case, chr8:2453716-3126658
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Figure S4-29, sample: 4494431105_R01CO02, Internal ID:CP-146-2, COLOMBIA, control, chr8:107876892-108458326
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Figure S4-30, sample: 4381234507_R02C02, Internal ID:C303, COLOMBIA, control, chr8:107886832-108458326
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Figure S4-31, sample: 4381234044_R02CO01, Internal ID:C488, COLOMBIA, control, chr8:107892324-108458326
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Figure S4-32, sample: 4378641751_R02CO01, Internal ID:NA, COSTA RICA, case, chr10:20010963-20578907
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Figure S4-33, sample: 4506279093_R02C02, Internal ID:CP-112-2, COLOMBIA, control, chr10:46410734-47173619
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Figure S4-34, sample: 4393489876_R02C01, Internal ID:NA, COSTA RICA, case, chr10:110413539-111108275
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Figure S4-35, sample: 4378641129 _R01CO02, Internal ID:NA, COSTA RICA, case, chr11:54631614-55760165
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Figure S4-36, sample: 4381234048_R01CO01, Internal ID:MAR 024, COLOMBIA, control, chr11:112369739-112956975
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Figure S4-37, sample: 4378959456_R01CO02, Internal ID:NA, COSTA RICA, case, chr12:38586180-39111754
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Figure S4-38, sample: 4506316062_R01CO01, Internal ID:C224, COLOMBIA, control, chr17:14040467-15411904
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Figure S4-39, sample: 4378641488 R01CO01, Internal ID:NA, COSTA RICA, case, chr17:32069090-33256513
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Figure S4-40, sample: 4343211465_R02CO01, Internal ID:21.1, COLOMBIA, case, chr20:45918085-46531162
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Figure S4-41, sample:

4506279006_R02CO01, Internal ID:CP-117-2, COLOMBIA, control, chr21:13523286-14258290
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Figure S4-42, sample: 4515503133_R02C01, Internal ID:C317, COLOMBIA, control, chr21:13523286-14261969
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Figure S4-43, sample: 4378641817_R01CO02, Internal ID:NA, COSTA RICA, case, chr22:17292678-19792353
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Figure S4-44, sample: 4506236100 _R02CO01, Internal ID:NA, COSTA RICA, case, chr22:46249374-46919985
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