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Table S1.

 Primer oligonucleotide sequences (wild-type and mutated)

Primer oligonucleotide sequences (wild-type)

EGFR

AAAC

TA

GCGGCCGC

TAGT

AGTGGTTTCCAGTCATGAGCGTT

T

CTAGA

AACGCTCATGACTGGAAACCACT

ACTA

GCGGCCGC

TA

GTTT

RAC1

AAAC

TA

GCGGCCGC

TAGT

TGTACTGTAATGGAGTGAGCGTA

T

CTAGA

TACGCTCACTCCATTACAGTACA

ACTA

GCGGCCGC

TA

GTTT

EP300

AAAC

TA

GCGGCCGC

TAGT 

TCTATTCTGTAAGTCTGAGCGTA

T

CTAGA

TACGCTCAGACTTACAGAATAGA

ACTA

GCGGCCGC

TA

GTTT

Primer oligonucleotide sequences (mutated)

RAC1

AAAC

TA

GCGGCCGC

TAGT

TGTACTGTAATGGAGGACATAGA

T

CTAGA

TCTATGTCCTCCATTACAGTACA

ACTA

GCGGCCGC

TA

GTTT

Bold

 shows 

Pme

I (AAAC/GTTT) and 

Xba

I (T/CTAGA) sites. Underline shows 

Not

I internal site. Italic shows target sequence.

EGFR

AAAC

TA

GCGGCCGC

TAGT

AGTGGTTTCCAGTCATACATAGT

T

CTAGA

ACTATGTATGACTGGAAACCACT

ACTA

GCGGCCGC

TA

GTTT

EP300

AAAC

TA

GCGGCCGC

TAGT

TCTATTCTGTAAGTCGACATAGA

T

CTAGA

TCTATGTCGACTTACAGAATAGA

ACTA

GCGGCCGC

TA

GTTT
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