Supplementary table S26
	No
	k-mer length (nt) (a)
	Sequence (b)
	Conservation

(c)
	Yeastract motif (d)

	1
	11
	AATGAAAAATT
	Found in all four genomes
	ESR2 motif

	2
	11
	AGCGATGAGAT
	Found in all four genomes
	ESR1 GATGAG motif

	3
	11
	AGTGAAAAATT
	Found in all four genomes
	ESR2 motif

	4
	12
	ATGAAAAATTTT
	Found in all four genomes
	ESR2 motif

	5
	8
	GCGATGAG
	Found in all four genomes
	ESR1 GATGAG motif

	6
	11
	AAAAATTTTCA
	Found in three genomes
	ESR2 motif

	7
	10
	TCGGCGGCTA
	Found in all four genomes
	UME6 binding site

	8
	12
	GCTGAAAATTTT
	Found in three genomes
	ESR2 motif

	9
	10
	TTGCGATGAG
	Found in all four genomes
	ESR1 GATGAG motif


