Table S2, gene onthology analysis of differentially expressed genes 
	Number of genes per gene onthology class

	metabolic process
	23
	12%

	signal transduction
	22
	12%

	cell cycle
	15
	8%

	transcription
	14
	7%

	intracellular transport
	14
	7%

	protein modification process
	13
	7%

	cell motion
	6
	3%

	cell adhesion / extra cellular matrix
	5
	3%

	cell homeostasis
	5
	3%

	apoptosis
	4
	2%

	immune response
	3
	2%

	translation
	3
	2%

	
	
	

	others
	41
	21%

	n/a
	23
	12%
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