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R-fMRI data preprocessing:

Outlier removal: 3dDespike, 3dDetrend
Motion correction: 3dvolreg

Physical signal removal: 3dretroicor
— Contamination signal regression (WM, CSF
Head motion, Global signal): 3dDeconvolve
Band pass filtering: 0.015~0.1

Seed-based voxelwise connectivity analysis for individual subject:
Coregistration and time course extraction (seed region,3dfractionize)
Voxelwise cross-correlation (between seed and whole brain, 3dfim*)
Normal distribution (Fisher's z transformation,3dcalc)
Spatial transformation (Original to Talairach space,adwarp)
Spatial blur (Gaussian kernel, 6mm,3dmerge)

‘ Statistical analysis:
Connectivity pattern for each network
1, Default Mode Network (DMN) Differential connectivity between groups
in DMN, ECN, and SN
2, Executive Control Network (ECN) » Overlap regions (Conjunction analysis)

3, Salience Network (SN) Behavioral significance: (Correlation maps

between network (DMN, ECN, SN) strength and
behavioral scores (RAVLT-DR)
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