	Table S4. Most abundant stool phylotypes

	OTU
	Number of Reads
	Highest relative abundance
	Lowest relative abundance
	Mean% across all stool specimens
	SEM
	Taxonomic classification*
	Comment o

	33
	28698
	33.63
	0
	10.78
	2.89
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	Stable phylotype in stools during diarrhea

	6
	27500
	49.09
	0
	9.7
	4.25
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	68
	19494
	69.64
	0
	8.19
	4.75
	Bacteria, Bacteroidetes, Bacteroidetes, (Bacteroidales, Prevotellaceae, Prevotella)
	

	13
	21761
	37.99
	0
	7.95
	2.6
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	94
	12102
	16.9
	0
	4.4
	1.51
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	145
	10915
	17.1
	0
	3.76
	1.53
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	48
	10838
	22.33
	0.15
	3.63
	1.45
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	27
	10417
	27.29
	0.05
	3.57
	1.76
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	89
	5632
	7.67
	0
	2.03
	0.63
	Bacteria, Firmicutes, Clostridia, Clostridiales, Lachnospiraceae, (Pseudobutyrivibrio)
	Significantly decreases in stools and at the mucosa during diarrhea; butyrate producer; fatty acid production (conjugated linoleic acid); taxon deacreased during social stress in mouse model correlated to increased Il-6 and MCP-1 levels [1]

	194
	6014
	5.01
	0
	2.02
	0.43
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Rikenellaceae, Alistipes
	Significantly decreases in stools and at the mucosa during diarrhea; antimicrobial resistance risk pattern (vancomycin, kanamycin, and colistin) [2, 3]

	288
	4251
	22.07
	0
	1.95
	1.4
	Bacteria, Firmicutes, Clostridia, Clostridiales, Lachnospiraceae, (Parasporobacterium)
	

	421
	5244
	10.86
	0.01
	1.78
	0.66
	Bacteria, Firmicutes, Clostridia, Clostridiales, Lachnospiraceae, (Pseudobutyrivibrio)
	

	150
	4665
	16.29
	0
	1.67
	1.02
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	49
	4841
	20.98
	0
	1.62
	1.31
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	177
	4341
	10.31
	0
	1.62
	0.63
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Porphyromonadaceae, Parabacteroides
	

	151
	4538
	9.45
	0
	1.49
	0.62
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	60
	4424
	13.41
	0
	1.3
	0.87
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	1580
	3033
	3.25
	0.02
	1.04
	0.21
	Bacteria, Firmicutes, Clostridia, Clostridiales, Ruminococcaceae, (Subdoligranulum)
	

	97
	2677
	5.85
	0
	0.97
	0.43
	Bacteria, Bacteroidetes, Bacteroidetes, Bacteroidales, Bacteroidaceae, Bacteroides
	

	1
	2973
	4.11
	0.07
	0.96
	0.25
	Bacteria, Firmicutes, Clostridia, Clostridiales, Lachnospiraceae, (Lachnospira)
	



* Classifications given in parentheses indicates RDP bootstrap < 80%.
Phylotypes are ordered according to mean%.
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