Table S14. Ortholog distribution of characterized proteins involved in regulation of lignocellulolytic enzymes synthesis in addition to transcription factors in P. decumbens and T. reesei.

	Protein name
	GenBank accession No.
	Function
	Role in lignocellulolytic enzymes expression
	Reference(s)
	Protein ID of orthologs

	
	
	
	
	
	P. decumbens
	T. reesei

	Signaling proteins

	BLR1 (T. reesei)
	AAV80185
	Photoreceptor white collar 1
	Transcription of cellulase gene and extracellular cellulase activity decreased in blr1 deletion strain
	[1,2]
	PDE_01531
	121962

	BLR2 (T. reesei)
	AAV80186
	Photoreceptor white collar 2
	Transcription of cellulase gene decreased, but extracellular cellulase activity increased, in blr2 deletion strain
	[1,2]
	PDE_08612
	22699

	ENVOY (T. reesei)
	AAT40588
	Light regulatory protein
	Transcription of cellulase gene delayed in light, but extracellular cellulase activity increased, in env1 deletion strain
	[2,3]
	Not found
	81609

	CPG-1 (Cryphonectria parasitica)
	AAA67706
	G-protein alpha subunit
	Transcription of cellulase gene deficient in cpg-1 cosuppression strain
	[4]
	PDE_00146
	123302

	GNA3 (T. reesei)
	ABJ55985
	G-protein alpha subunit
	Transcription of cellulase gene increased in gna3 constitutively activation strain in light
	[5]
	PDE_00125
	21505

	GNB1 (T. reesei)
	EGR50145
	G-protein beta subunit
	Transcription of cellulase genes decreased in gnb1 deletion strain
	[6]
	PDE_07459
	46469

	GNG1 (T. reesei)
	EGR50886
	G-protein gamma subunit
	Transcription of cellulase genes decreased in gng1 deletion strain, especially in light
	[6]
	PDE_02978
	75949

	PhLP1 (T. reesei)
	EGR50146
	Class I phosducin-like protein interacting with G-protein beta and gamma subunit
	Transcription of cellulase genes decreased in phlp1 deletion strain, especially in light
	[6]
	PDE_07458
	58856

	ACY1 (T. reesei)
	EGR47772
	Adenylate cyclase
	Transcription of cellulase genes decreased in acy1 deletion strain, both in light and darkness
	[7]
	PDE_08988
	124340a

	PKAC1 (T. reesei)
	EGR50676
	cAMP dependent protein kinase A catalytic subunit 1
	Transcription of cellulase genes decreased in light, but increased in darkness, in pkac1 deletion strain
	[7]
	PDE_03213
	57399

	Proteins involved in carbon catabolite repression in addition to CreA

	CreB (A. nidulans)
	Q96V54


	Deubiquitinating enzyme
	Stabilize the carbon catabolite repressor CreA
	[8]
	PDE_08362
	122405

	CreC (A. nidulans)
	Q9P4R5
	WD40-repeat protein
	Interacts with CreB and prevents its proteolysis
	[9]
	PDE_08941
	64608

	CreD (A. nidulans)
	Q6SIF1
	Arrestin domains and PY motifs-containing protein
	The phenotypic effects of creB and creC mutation strains were suppressed in creD mutation strain
	[10]
	PDE_08927
	81690

	FbxA (A. nidulans)
	CBF77364
	F-box containing protein genetically interacting with CreABC
	Transcription of xynlanase gene and extracellular xynlanase activity decreased in fbxA deletion strain
	[11]
	PDE_05269
	78268

	GlkA (A. nidulans)
	EAA60238
	Glucokinase
	Carbon catabolite derepressed in glkA-hxkA double deletion strain
	[12]
	PDE_03370
	80231

	HxkA (A. nidulans)
	P80581
	Hexokinase
	Carbon catabolite derepressed in glkA-hxkA double deletion strain
	[12]
	PDE_03592
	73665

	PGI (T. reesei)
	CAG38420
	Phosphoglucose isomerase
	Cellulase activity increased on glucose, but not on lactose, in pgi1 deletion strain
	[13]
	PDE_03736
	5776

	Other proteins

	NCU05137 (N. crassa)
	EAA27399
	Conserved secreted protein of unknown function
	Transcription of cellulase genes increased in NCU05137 deletion strain
	[14]
	PDE_01641
	NO

	NCU06650 (N. crassa)
	EAA31647
	Secreted prokaryotic

phospholipase A2
	Cellulase activity increased in NCU06650 deletion strain
	[15]
	Not found
	67579

	GRD1 (T. reesei)
	EGR44778
	Polyol dehydrogenase which may produce cellobiitol from cellobiose
	Transcription of cellulase gene decreased in light, but not in darkness, in grd1 deletion strain
	[16]
	Not found
	123946

	LAE1 (T. reesei)
	AFK30952
	Protein methyltransferase
	Transcription of cellulase gene and cellulase activity completely lost in lae1 deletion strain
	[17]
	PDE_00584
	41617
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