	Table S1. Distribution of patient detected genotypes in mixed infections according to age.

	 
	<36 years
	>35 years
	TOTAL (%)

	Mixed infections
	53/373 (14.2%)
	27/187 (14.4%)
	80/560 (14.3%)

	LR
	2
	
	2 (0.4%)

	         HPV-6/11
	2
	
	2

	LR-HR/lHR
	33
	16
	49 (8.8%)

	         HPV-6/11/16
	
	1
	1

	         HPV-6/11/16/66
	
	1
	1

	         HPV-6/11/18
	1
	
	1

	         HPV-6/16
	8
	3
	11

	         HPV-6/16/31
	1
	
	1

	         HPV-6/16/33
	1
	
	1

	         HPV-6/16/52
	1
	
	1

	         HPV-6/16/53/66
	1
	
	1

	         HPV-6/16/58
	1
	
	1

	         HPV-6/16/31/58
	1
	
	1

	         HPV-6/16/18
	1
	
	1

	         HPV-6/18
	1
	
	1

	         HPV-6/18/31
	
	1
	1

	         HPV-6/18/45/58
	1
	
	1

	         HPV-6/31
	1
	
	1

	         HPV-6/33
	1
	1
	2

	         HPV-6/58
	3
	1
	4

	         HPV-6/66
	1
	
	1

	         HPV-11/16
	4
	4
	8

	         HPV-11/18
	2
	
	2

	         HPV-11/31
	
	1
	1

	         HPV-11/33
	1
	
	1

	         HPV-11/35
	1
	
	1

	         HPV-11/16/31
	1
	
	1

	         HPV-11/16/33
	
	1
	1

	         HPV-11/58
	
	2
	2

	HR/lHR
	19
	10
	29 (5.2%)

	         HPV-16/18
	3
	1
	4

	         HPV-16/18/35/58
	
	1
	1

	         HPV-16/18/58
	1
	
	1

	         HPV-16/18/66
	
	1
	1

	         HPV-16/31
	2
	
	2

	         HPV-16/31/35/52/58
	2
	
	2

	         HPV-16/33
	1
	1
	2

	         HPV-16/33/39
	1
	
	1

	         HPV-16/33/58
	
	1
	1

	         HPV-16/35/52/58
	
	1
	1

	         HPV-16/35/58
	1
	
	1

	         HPV-16/45
	1
	
	1

	         HPV-16/52
	1
	
	1

	         HPV-16/53/66
	1
	
	1

	         HPV-16/58
	
	1
	1

	         HPV-16/59
	1
	1
	2

	         HPV-16/66
	
	1
	1

	         HPV-18/52/66
	1
	
	1

	         HPV-31/33
	1
	
	1

	         HPV-31/45/52
	1
	
	1

	         HPV-35/58
	
	1
	1

	         HPV-58/66
	1
	 
	1

	LR: Low risk HR: High risk lHR: likely High risk NT: Non-typed
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