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1.6.99.3 S51 NADH dehydrogenase, cytochrome C reductase
1.6.5.3 S52 NADH dehydrogenase (ubiquinone) Fe-S protein 1, 75kDa (NADH-coenzyme Q reductase)
3.6.3.14 S53 H+ transporting two-sector ATPase
NDUFA12 S54 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 12
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