Text S3. Post-digest ICPL to improve protein quantification in FSHD myotubes.  
The regular Isotope Coded Protein Labeling (ICPL) is based on the labeling of free amino groups (N-terminal and lysines) of intact proteins by amine-specific reagents using different stable isotopes. The FSHD proteins were labeled with the heavy ICPL tag (H), and the control proteins were labeled with the light ICPL tag (L). In the post-digest ICPL version, proteins are digested with trypsin before ICPL labeling, thus ensuring the labeling of every peptide. Using this strategy, the number of identified and quantified proteins was increased in comparison with regular ICPL, as described in [1] (Table S2B).
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