Supplementary Table S3. 
Meta-analysis for ALI risk: Genotype frequencies 

	Gene
	dbSNP rs#
	Genotypes in at risk controls
	
	
	[bookmark: _GoBack]Genotypes in ALI cases
	
	
	Fisher’s Exact test for genotype freq. (p-value)a
	Data sources

	SFTPB
	rs1130866
	†
	 
	 
	 
	 
	 
	 
	

	MBL2
	rs1800450
	CC 689
	CT 262
	TT  17
	CC  313
	CT  110
	TT  13
	0.3
	[15]

	TNF
	rs1800629
	GG 456
	GA  155
	AA  15
	GG  233
	GA  78
	AA  9
	0.9
	[34]

	IL10
	rs1800896
	†
	
	
	
	
	
	
	

	IL6
	rs2069832
	†
	 
	 
	 
	 
	 
	 
	

	ANGPT2
	rs2515475
	†
	
	
	
	
	
	
	

	VEGF
	rs3025039
	CC 464
	CT &TT  165
	CC  243
	CT  & TT 93
	0.2
	[31]

	IL8
	rs4073
	TT 183
	TA  282
	AA  132
	TT  71
	TA  119
	AA  57
	0.85
	[14]

	EGF
	rs4444903
	†
	 
	 
	 
	 
	 
	 
	

	NAMPT
	rs59744560
	GG 935
	GT  397
	TT  63
	GG  385
	GT  249
	TT  34
	0.0001
	[25,26]

	NAMPT
	rs61330082
	CC 765
	CT  509
	TT  91
	CC  419
	CT  214
	TT  41
	0.077
	[25,26]

	NFE2L2
	rs6721961
	†
	 
	 
	 
	 
	 
	 
	


† Insufficient data in published reports
NAMPT rs59744560: in additive modeling, OR for ALI risk is 1.33 (95% CI 1.14-1.56) p value <0.0003
NAMPT rs61330082: in additive modeling, OR for ALI risk is OR 0.86 (95% CI 0.74-1.0) p value 0.049


