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	Sample
	Human
	
	Mouse
	
	Bovine
	
	Yeast

	Category
	Sequence length (nt)
	0 mismatch
	1 mismatch
	2 mismatch
	
	0 mismatch
	1 mismatch
	2 mismatch
	
	0 mismatch
	1 mismatch
	2 mismatch
	
	0 mismatch
	1 mismatch
	2 mismatch

	Endogenous miRNA
	23
	0.05%
	0.05%
	0.05%
	
	0.07%
	0.07%
	0.07%
	
	0.04%
	0.04%
	0.04%
	
	
	
	

	Endogenous transcript
	23
	87.93%
	99.23%
	99.89%
	
	87.88%
	99.21%
	99.89%
	
	87.84%
	99.18%
	99.85%
	
	87.82%
	99.27%
	99.98%

	Endogenous genome
	23
	0.12%
	0.02%
	0.01%
	
	0.08%
	0.02%
	0.01%
	
	0.07%
	0.02%
	0.01%
	
	0.00%
	0.00%
	0.00%

	Unmapped Sequence
	23
	0.31%
	0.00%
	0.00%
	
	0.17%
	0.00%
	0.00%
	
	0.31%
	0.02%
	0.01%
	
	0.09%
	0.00%
	0.00%

	Endogenous miRNA
	35
	0.02%
	0.02%
	0.02%
	
	0.01%
	0.01%
	0.01%
	
	0.03%
	0.03%
	0.03%
	
	
	
	

	Endogenous transcript
	35
	60.90%
	91.54%
	98.75%
	
	60.92%
	91.56%
	98.76%
	
	60.88%
	88.95%
	96.02%
	
	60.74%
	91.36%
	98.72%

	Endogenous genome
	35
	0.17%
	0.05%
	0.01%
	
	0.09%
	0.03%
	0.01%
	
	0.09%
	0.03%
	0.01%
	
	0.00%
	0.00%
	0.00%

	Unmapped Sequence
	35
	38.91%
	8.39%
	1.22%
	
	38.98%
	8.40%
	1.22%
	
	39.00%
	10.99%
	3.94%
	
	39.26%
	8.64%
	1.28%




