
1448.181228.682154.133261.89ath-miR166a

WT_SeedlingWT_RootWT_LeafWT_FlowermiRNA

71002300000006GATCTTCATGGTATTGAATG345

51002300000005GATCTTCATGGTATTGA345ath-
MIR166a
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40.6900.20.81ath-miR398b

WT_SeedlingWT_RootWT_LeafWT_FlowermiRNA

043164739915001000GATCTACTTATTGTCATGCT181

037144137815001000GATCTACTTATTGTCAT181ath-
MIR398b
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00000003120232GATCTTCAAAACGATGACTA222

00000003100232GATCTTCAAAACGATGA222ath-
MIR775
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57.52108.22124.83127.9ath-miR775

WT_SeedlingWT_RootWT_LeafWT_FlowermiRNA


