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Sequence Mascot 
Score 

Modification Observed 
(m/z) 

Actual Mass Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-KTR(-) 107.18 Oxidation (M) 1278.5924 2555.1702 2 0.08 K4 
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2,555.17 AMU, +2 H (Parent Error: 0.077 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed (m/z) Actual Mass Charge Error 

(ppm) 
Position 

(-)ELGmEEEDVIEVYQEQTGG-LKPYK(-) 96.35 Oxidation (M) 1400.6625 2799.3103 2 -2.20 K18 
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2,799.31 AMU, +2 H (Parent Error: -2.2 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-VKR(-) 113.11 Oxidation (M) 1277.601 2553.1873 2 -1.37 K167 
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2,553.19 AMU, +2 H (Parent Error: -1.4 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-NVKK(-) 114.38 Oxidation (M) 1320.6198 2639.2249 2 -1.00 K171 
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2,639.22 AMU, +2 H (Parent Error: -1.0 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-KAPcPTGTVQILVHAGPPAIK(-) 95.68 Oxidation (M), 
Carbamidomethyl (C) 

1436.379 4306.115 3 0.15 K172 
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4,306.12 AMU, +3 H (Parent Error: 0.15 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-VSFHGVKNmR(-) 74.35 2 Oxidation (M) 1114.8519 3341.534 3 4.65 K215 
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3,341.53 AMU, +3 H (Parent Error: 4.6 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-GDPFDKNYVGNSGK(-) 79.21 Oxidation (M) 1217.2089 3648.6047 3 -0.24 K280 
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3,648.60 AMU, +3 H (Parent Error: -0.24 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-NYVGNSGKSR(-) 73.01 Oxidation (M) 1078.4899 3232.4478 3 0.30 K288 
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3,232.45 AMU, +3 H (Parent Error: 0.30 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-KHDR(-) 111.75 Oxidation (M) 1354.1093 2706.204 2 -1.58 K339 
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2,706.20 AMU, +2 H (Parent Error: -1.6 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGMEEEDVIEVYQEQTGG-KMSSGGGGGDHDHGLSSK(-) 61.49  1283.8971 3848.6697 3 -1.35 K352 
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3,848.67 AMU, +3 H (Parent Error: -1.3 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual Mass Charge Error 

(ppm) 
Position 

(-)ELGMEEEDVIEVYQEQTGG-EKYEQHK(-) 52.16  1033.1385 3096.3938 3 2.1 K371 

1,206.2?

1,429.3?

y14+2H
y15+2H

y16+2H

y18+2H

y19+2H

y10-NH3-H2O

y20-H2O+2H

y20+2H

y21-H2O+2H

y21+2H

y21+2H+1

y22-H2O+2H

y22+2H

y24+2H

y14+1

b22-H2O+1

y22-H2O

y3 y4b5 b6y5 b7
b8 y9

y12
b13 y14

y20

y21

y22

E L G M E E E D V I E V Y Q E Q T G G E K Y E Q H K
K H Q E Y K E G G T Q E Q Y V E I V D E E E M G L E

m/z

R
e
la

ti
v
e
 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 250 500 750 1000 1250 1500 1750 2000 2250 2500 2750 3000

3,096.39 AMU, +3 H (Parent Error: 2.1 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-YEQHKITSYLTSK(-) 56.68 Oxidation (M) 1250.5829 3748.7268 3 -1.00 K376 
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3,748.73 AMU, +3 H (Parent Error: -1.00 ppm)
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Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-ITSYLTSKGGSGGGGGGGGGGLDR(-
) 

64.86 Oxidation (M) 1407.3035 4218.8887 3 -6.11 K384 

2,348.0?

b9-H2Oy24+2H

y26+2H

y27+2H
b10-H2O

y29+2H

b12-64

y30+2H

y32+2Hy33-H2O+2H+1

y33+2H

y34+2H

a21-H2O+1 y30-H2O

y5y6y7
y8
b6

y9y10
b7

y11y12
b8

y13

b9y14

y15

b10

y16

b11 b13
b14 b15

y22
b16 b20 b26 y35

E L G M+16 E E E D V I E V Y Q E Q T G G I T S Y L T S K G G S G G G G G G G G G G L D R
R D L G G GG G G G GG G S GG K S T L Y S T I G G T Q E Q Y V E I V D E E E M+16 G L E

m/z

R
e
la

ti
v
e
 I
n

te
n

s
it

y

0%

25%

50%

75%

100%

0 500 1000 1500 2000 2500 3000 3500 4000

4,218.89 AMU, +3 H (Parent Error: -6.1 ppm)
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Score 
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(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)IADNHTPKELGMEEEDVIEVYQEQTGG-
NSGNYFNDAKEESDSEDSVTFEFVPNTKK(-) 

40.74 1578.4583 6309.804 4 -3.31 K410 
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6,309.80 AMU, +4 H (Parent Error: -3.3 ppm)

 



 
Sequence Mascot 

Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-KQK(-) 106.9 Oxidation (M) 1278.0902 2554.1658 2 -3.56 K429 
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Score 
Modification Observed 

(m/z) 
Actual 
Mass 

Charge Error 
(ppm) 

Position 

(-)ELGmEEEDVIEVYQEQTGG-KQKcGTEEF(-) 74.38 Oxidation (M), 
Carbamidomethyl (C) 

1093.4843 3277.431 3 0.78 K431 
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