
Table S1 
	No.
	Name
	Type
	Sequence (5' to 3')
	Annealing site

	Primers for PCR

	1
	P2
	Reverse
	GCATGCAAGCTTCCTTTTTTCTTTCCCAACAC
	E8

	2
	P1
	Forward
	CGACTCACTATAGGCTAGCC
	pCI-bb

	3
	P2-2
	Reverse
	CTTCCTTTTTTCTTTCCCAACAC
	E8, MESDA

	4
	P25
	Reverse
	CTCGAAGCGGCCGCAGCTCATAAAATTACCA
	E8

	5
	P26
	Reverse
	GTACAATGAACAGCCATGTC
	E8

	6
	P31
	Forward
	CATGAGTGGCTATCATACTG
	E6

	7
	P42
	Forward
	GCTAGCAAGCTTATAATTCCCCCACCACCTCCC
	E6

	8
	P43
	Reverse
	GGCTGGATCCTGTCATTTAGTGCTGCTCTATG
	E8

	9
	P45
	Forward
	ACGCGTGTGGCCTCGAACACC
	pTK-bb

	10
	N-24
	Forward
	CCAGATTCTCTTGATGATGCTGATGCTTTGGG
	E6

	11
	5'SMN-pro-BglII
	Forward
	GAATCTCGAGATCCCGGGCCCGCGGGTGCG
	SMN promoter

	12
	3'SMN-pro-XhoI
	Reverse
	CTGGAGATCTGGTACCACAAGCCCATACCAC
	SMN promoter

	13
	3'E8-Dde
	Reverse
	CTACAACACCCTTCTCACAGCTC
	E8, MESDA

	14
	3'Jun E8/bb
	Reverse
	TATCATGTCTGCTCGAAGCGG
	pCI bb

	15
	5'hSMN-E2b
	Forward
	GAATACTGCAGCTTCCTTACAACAG
	E2b, MESDA

	16
	E13-PLOD2
	Forward
	CCGATCAGAGATGAATGAAAGGAAC
	E13

	17
	E15-PLOD2
	Reverse
	TGCCAGAGGTCATTGTTATAATGGG
	E15

	Primers for qPCR

	18
	5'E6
	Forward
	CCTCCCATATGTCCAGATTCTCTTGA
	E6

	19
	3'E6+7
	Reverse
	TCTTTTTGATTTTGTCTGAAACCCATA
	Jxn E6/E7

	20
	3'E6+8
	Reverse
	TGCTCTATGCCAGCATTTCCATAT
	Jxn E6/E8

	21
	5'E5+6
	Forward
	TTCCTTCTGGACCACCAATAA
	Jxn E5/E6

	22
	5'E4+6
	Forward
	AGACTGGGACCAGGAAAGATAA
	Jxn E4/E6

	23
	3'E6
	Reverse
	ATAGCCAGTATGATAGCCACTCAT
	E6

	24
	5'E3+4
	Forward
	AGAACAAAATGCTCAAGAGAATGA
	Jxn E3/E4

	25
	5'E2b+4
	Forward
	TGCAGCTTCCTTACAACAGAATGA
	Jxn E2b/E4

	26
	3'E4	
	Reverse
	CTTTCCTGGTCCCAGTCTTG
	E4

	27
	5'E1
	Forward
	CGCGGGTTTGCTATGGCGAT
	E1

	28
	3'E1+2a
	Reverse
	CAGAATCATCGCTCTGGCCTGT
	Jxn E1/E2a

	29
	5'GAPDH
	Forward
	AACAGCGACACCCACTCCTC
	

	30
	3'GAPDH
	Reverse
	CATACCAGGAAATGAGCTTGACAA
	



Abbreviations, MESDA, multi-exon-skipping detection assay; E, Exon; Jxn, Junction; bb, backbone. Extra sequences for cloning are shown in Italic; junction sites are in bold.
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