Table S6. Expression pattern of known targets of the transcription factors

	Group
	Transcript factor
	regulate
	target
	FCb
	P (ANOVA)
	Reference 

	C
	GFI1
	repress
	CDKN2B
	1.07
	0.45
	[5]

	
	
	repress
	SPI1
	0.96
	0.88
	[6]

	
	
	repress
	ID2
	1.13
	0.36
	[7]

	
	
	repress
	CDKN1A
	0.93
	0.80
	[8]

	
	
	repress
	BAX
	1.01
	0.91
	[9]

	
	HSF4
	repress
	HIF1A
	0.85
	0.51
	[10]

	
	SPIB
	activate
	GRAP2
	1.10
	0.52
	[11]

	
	
	activate
	P2RY10
	0.70
	0.04
	[12]

	
	
	activate
	BTK
	0.89
	0.44
	[13]

	
	RUNX1
	repress
	SERPINB13
	1.08
	0.32
	[14]

	
	
	repress
	LAT2
	0.87
	0.42
	[15]

	
	
	activate
	PRKCQ
	1.56
	0.02
	[16]

	
	
	activate
	MYL9
	1.50
	0.40
	[17]

	
	
	activate
	ALOX12
	1.08
	0.42
	[18]

	
	
	activate
	PRKACB
	0.95
	0.80
	[19]

	
	GABPA
	activate
	MTERF
	1.05
	0.75
	[20]

	
	
	activate
	POLRMT
	1.16
	0.03
	[20]

	
	
	activate
	SSBP1
	0.90
	0.71
	[20]

	
	
	activate
	MTIF2
	1.11
	0.58
	[21]

	
	PAX5
	activate
	CD19
	0.63
	0.01
	[2,3,22,23]

	
	
	activate
	CD79A
	0.45
	5.1E-05
	[2,3,23,24]

	
	
	activate
	BLNK
	0.55
	4.2E-03
	[2,3,23]

	
	
	activate 
	EBF1
	0.54
	0.01
	[2,3,23]

	
	
	activate
	SPIB
	0.49
	9.0E-04
	[2,3]

	
	
	activate
	FCER2
	0.48
	1.1E-04
	[4]

	
	IKZF4
	activate
	DLG4
	0.90
	0.51
	[25]

	
	KLF13
	activate
	CCL5
	1.48
	0.02
	[26,27]

	
	MAF
	repress
	ANPEP
	0.94
	0.83
	[28,29]

	
	
	activate
	CCND2
	1.22
	0.18
	[30,31]

	
	
	activate
	ITGB7
	1.72
	0.01
	[31]

	
	
	repress
	BCL2
	1.35
	0.24
	[32,33]

	
	
	activate
	CASP9
	1.00
	0.96
	[34]

	
	
	activate
	CTGF
	1.08
	0.29
	[35]

	
	
	activate
	CCR1
	1.03
	0.92
	[31]

	
	
	activate
	IL4
	- a
	- 
	[36,37]

	
	
	activate
	IL10
	- a
	-
	[38]

	N
	GRHL1
	repress
	CYP11A1
	- a
	-
	[39]

	
	PAX5
	activate
	CD19
	0.59
	0.02
	[2,3,22,23]

	
	
	activate
	CD79A
	0.41
	0.06
	[2,3,23,24]

	
	
	activate
	BLNK
	0.47
	0.04
	[2,3,23]

	
	
	activate
	EBF1
	- a
	-
	[2,3,23]

	
	
	activate
	SPIB
	- a
	-
	[2,3]

	
	
	activate
	FCER2
	- a
	-
	[4]


a data not detected in this study

b fold change (DS/control)
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