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Figure S3. Eukaryotic sequence alignments with SILVA and S. cerevisiae coordinates.

A) Rumen eukaryotic sequences in public repositories aligned to SILVA.

‘ | @ read counts
@ trendline

B primer locations
"V" regions

o
B S. cerevisiae coordinates
O SILVA coordinates

7 T J\’b\

O read counts

B trendline

@ primer locations

O "V"regions

B S. cerevisiae coordinates
O SILVA coordinates




