Table S4. Bacterial strains used in this study and their relevant genotypes.
	Strain
	
	Relevant genotype or characteristics
	Reference

	NEB10β
	E. coli
	recA1 endA1 rpsL Φ80(lacZΔM15)
	NEB

	CM502
	M. extorquens
	crtI502
	[S2]

	CM701
	M. extorquens
	ΔmptG / pCM410
	[23]

	CM1145
	M. extorquens
	ΔmptG crtI502 gshAEVO pntABEVO icuABEVO/ pCM410.1145 [fghAEVO]
	[23]

	CM1175
	M. extorquens
	ΔkatA::[loxP-trrnB-PtacA-mCherry-tT7]
	[37]

	CM1290
	M. extorquens
	ΔmptG crtI502 pntAEVO 
	[23]

	CM1298
	M. extorquens
	ΔmptG crtI502 gshAEVO
	[23]

	CM3137a
	M. extorquens
	CM1290 mptGWT
	This work

	CM3138a
	M. extorquens
	CM1298 mptGWT
	This work

	CM3277
	M. extorquens
	CM502 / pCM410.1145 [fghAEVO]
	This work

	CM3943 
	M. extorquens
	CM1175 / pCM410
	This work
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