Supplemental Figure S5. A murine miRNA derived from tRNA-SerAGA. (A) Alignment of reads representing the tRNA fragments and miRNA sequences.
The tRNA is annotated in blue with the putative Pol 111 transcription terminal signal (in orange). Untemplated reads derived from tRNA CCA addition end with
blue characters, while miRNA reads are annotated in red. The arrows indicate the RNase P (left) and RNase Z (right) processing. (B) The tRNA folding structure
(left) and the alternative miRNA hairpin structure (right) with the miRNA annotated in red, with folding energy being presented below each structure. (C) Multiple
sequences alignments of tRNA-SerAGA sequence among eight mammalian species with the miRNA indicated in the red rectangle.
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......................................... CCUGCCGACURCGAUUGUGG. ... .... 1 20 1
............................................... CUGCCGACUACGAUUGUGG . . . .. ... 2 19 1
............................................... UGCCGACUACGAUUGUGGGU . ..... 3 20 1
............................................... UGCCGACUACGAUUGUGGGUU .. ... 3 21 1
............................................................................ UGCCGACUACGAUUGUGGG . . ..... 3 19 1
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mouse CACTTGTAGTCGTGECCGAGTEETTAAGECGATGGAC TAGRAATCCATTGEGGTCTCCCCGLGCAGG TTCGAATCOT GCCGACTACGATTGTGGETT I TTGT 102
rat CACTTGTAGTCGTGGCCGAGTEETTAAGECGATGGAC TAGRAATCCATTGEGGTCTCCCCGCGTAGG TTCGAATCOTGCCGACTACGGUTGTGEECTITTGT 102
human TATCTETAGTCGTGGCCGAGTGETTAAGGCGATGGAC TAGARATCCATTGGEGTCTCCCCGCGUAGG TTCGAATCOI GCCGACTACGGCAGTGEETTITTEC 102
orangutan TACCTGTAGTCGTGECCAAGTGETTAAGGUGATGEAC TAGARATCCATTGEEETCTCCCCECECAGE TTCEAATCHIGCCGACTACGGTAGTGGATTITTGC 102
dog GTCATGTAGTCGTGGCCGAGTEETTARGECGATGEAC TTGAARTCCATTGGGGTCTCCCCGLGCAGG TTCGRATCOTGCCGRACTACGGAGTAGTGTTITTCT 102
horse CATCTGTAGTCGTGGCCGAGTEETTARGECGATGGAC TAGRARTCCATTGEGGTCTCCCCGLGCAGG TTCGRATCOTGCCGRACTACGGRAAGTTGRCTITTAC 102
opossum GGEGEETETAGTCGTEECCGAGTEETTAAGECEGTGEAC TAGARAATCCATTGEGGTCTCCCCECGCAGG TTCGAATCOT GCCEACTACGAGTGTTGETT I TTCT 102
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