Table S2. Previous reported traits with genome wide associations at the ABO locus.
	Disease/Trait
	Position on Chr 9
	Mapped gene
	Strongest SNP
	Risk Allele
	R2 with rs644234
	Context
	Risk Allele Frequency
	P-value
	OR or beta
	95% CI
	First Author

	mean corpuscular hemoglobin concentration (MCHC)
	136131322
	ABO
	rs8176746
	T
	0.1
	cds-synon
	0.18
	4.00E-08
	0.21
	[NR] % variance
	Kamatani
 ADDIN EN.CITE 
[1]


	D-dimer
	136137065
	ABO
	rs687621
	G
	0.9
	intron
	0.317
	7.00E-06
	0.03
	[NR] % increase
	Smith
 ADDIN EN.CITE 
[2]


	Campesterol
	136139265
	ABO
	rs657152
	T
	1.0
	intron
	0.383
	9.00E-13
	8
	[NR] % increase
	Teupser
 ADDIN EN.CITE 
[3]


	Alkaline phosphatase
	136139265
	ABO
	rs657152
	T
	1.0
	intron
	0.39
	2.00E-30
	0.05
	[0.039-0.055] U/L decrease
	Yuan
 ADDIN EN.CITE 
[4]


	Coronary heart disease
	136142203
	ABO
	rs514659
	C
	0.9
	intron
	0.37
	8.00E-09
	1.21
	[1.13-1.28]
	Reilly
 ADDIN EN.CITE 
[5]


	IL-6
	136142355
	ABO
	rs643434
	A
	1.0
	intron
	0.258
	9.00E-25
	NR
	NR
	Naitza
 ADDIN EN.CITE 
[6]


	ADpSGEGDFXAEGGGVR/ADSGEGDFXAEGGGVR
	136143442
	ABO
	rs612169
	G
	0.9
	intron
	0.335
	9.00E-40
	0.2
	[NR] unit increase
	Suhre
 ADDIN EN.CITE 
[7]
 

	Duodenal ulcer 
	136149229
	ABO
	rs505922
	T
	0.9
	intron
	0.54
	1.00E-10
	1.32
	[NR]
	Tanikawa
 ADDIN EN.CITE 
[8]


	Venous thromboembolism
	136149229
	ABO
	rs505922
	C
	0.9
	intron
	0.43
	1.00E-34
	1.92
	[NR]
	Germain 
 ADDIN EN.CITE 
[9]


	Graves' disease
	136149229
	ABO
	rs505922
	T
	0.9
	intron
	0.53
	8.00E-06
	1.13
	[1.07-1.20]
	Chu
 ADDIN EN.CITE 
[10]


	Pancreatic cancer
	136149229
	ABO
	rs505922
	C
	0.9
	intron
	0.35
	5.00E-08
	1.2
	[1.12-1.28]
	Amundadottir 
 ADDIN EN.CITE 
[11]


	Venous thromboembolism
	136149229
	ABO
	rs505922
	C
	0.9
	intron
	0.35
	4.00E-15
	1.81
	[1.56-2.11]
	Tregouet 
 ADDIN EN.CITE 
[12]


	TNF-alpha
	136149229
	ABO
	rs505922
	?
	0.9
	intron
	0.34
	7.00E-40
	NR
	NR
	Melzer
 ADDIN EN.CITE 
[13]


	ICAM-1
	136149399
	ABO
	rs507666
	A
	NA
	intron
	0.2
	3.00E-91
	17.3
	[NR] ng/mL decrease
	Pare
 ADDIN EN.CITE 
[14]


	ICAM-1
	136149399
	ABO
	rs507666
	G
	NA
	intron
	0.2
	5.00E-29
	17.73
	[NR] umol/L decrease
	Pare15[]


	LDL cholesterol
	136153875
	ABO - LCN1L2
	rs651007
	A
	0.4
	Intergenic
	0.26
	6.00E-09
	2.28
	[1.51-3.05] mg/dL increase
	Kim
 ADDIN EN.CITE 
[16]


	E-selectin
	136153875
	ABO - LCN1L2
	rs651007
	T
	0.4
	Intergenic
	0.22
	2.00E-82
	9.71
	[NR] % variance explained
	Qi
 ADDIN EN.CITE 
[17]


	Alkaline phosphatase
	136154168
	ABO - LCN1L2
	rs579459
	T
	0.4
	Intergenic
	0.8
	3.00E-123
	8.8
	[7.40-10.2] % increase
	Chambers
 ADDIN EN.CITE 
[18]


	Coronary heart disease
	136154168
	ABO - LCN1L2
	rs579459
	C
	0.4
	Intergenic
	0.21
	4.00E-14
	1.1
	[1.07-1.13]
	Schunkert
 ADDIN EN.CITE 
[19]


	P-Selectin
	136154168
	ABO - LCN1L2
	rs579459
	T
	0.4
	Intergenic
	NR
	2.00E-41
	14
	[12.04-15.96] % increase
	Barbalic
 ADDIN EN.CITE 
[20]


	E-selectin
	136154168
	ABO - LCN1L2
	rs579459
	C
	0.4
	Intergenic
	0.2
	1.00E-29
	NR
	NR
	Paterson
 ADDIN EN.CITE 
[21]


	ICAM-1
	136154304
	ABO - LCN1L2
	rs649129
	T
	0.4
	Intergenic
	NR
	1.00E-15
	3.95
	[2.99-4.91] % decrease
	Barbalic
 ADDIN EN.CITE 
[20]


	Hematocrit (Ht)
	136154867
	ABO - LCN1L2
	rs495828
	T
	0.4
	Intergenic
	0.28
	6.00E-10
	0.26
	[NR] % variance
	Kamatani
 ADDIN EN.CITE 
[1]


	Hemoglobin (Hgb)
	136154867
	ABO - LCN1L2
	rs495828
	T
	0.4
	Intergenic
	0.28
	1.00E-11
	0.32
	[NR] % variance
	Kamatani
 ADDIN EN.CITE 
[1]


	Red blood cells (RBC)
	136154867
	ABO - LCN1L2
	rs495828
	T
	0.4
	Intergenic
	0.28
	3.00E-12
	0.33
	[NR] % variance
	Kamatani
 ADDIN EN.CITE 
[1]


	Alkaline phosphatase
	136154867
	ABO - LCN1L2
	rs495828
	T
	0.4
	Intergenic
	0.28
	4.00E-59
	3.79
	[NR] % variance
	Kamatani
 ADDIN EN.CITE 
[1]


	Angiotensin-converting enzyme activity
	136154867
	ABO - LCN1L2
	rs495828
	A
	0.4
	Intergenic
	0.17
	3.00E-08
	4.9
	[NR] % variance
	Chung
 ADDIN EN.CITE 
[22]


	Total cholesterol
	136155000
	ABO - LCN1L2
	rs635634
	T
	1.0
	Intergenic
	0.21
	9.00E-21
	2.3
	[1.81-2.79] mg/dL increase
	Teslovich
 ADDIN EN.CITE 
[23]


	LDL cholesterol
	136155000
	ABO - LCN1L2
	rs635634
	T
	1.0
	Intergenic
	0.22
	8.00E-22
	2.05
	[1.64-2.46] mg/dL increase
	Teslovich
 ADDIN EN.CITE 
[23]
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