Table S2. Sample coverage obtained by 16S ribosomal amplicon pyrosequencing, based

on the standardized subsample (n=494 sequences).

Sample spring summer autumn winter
do 925%  95.1% 83.2%  76.5%

‘no dilution’ pHinsitu 94.9%  90.3% 76.5% 82.6%
95.3%  90.7% 79.4% 81.2%
95.7%  90.5% 84.2% 84.6%
96.2%  88.3% 83.0% 81.4%
97.0% 85.2% 76.5% 82.0%

pH 7.67 945% 87.9% 72.3% 80.4%
88.1% 92.5% 72.1% 77.5%
89.7%  89.9% 72.1% 82.8%
90.1% 87.7% 76.3% 80.8%
89.5%  90.7% 74.7% 80.0%

‘serial dilution’ pHinsitu 99.6%  98.0% 99.2%  97.6%
98.4%  99.2% 99.8%  98.2%
96.8%  97.6% 98.4%  98.4%
99.4% 97.8% 98.2%  97.8%
98.4%  98.4% 98.4%  96.8%

pH 7.67 98.6%  98.0% 98.2%  98.6%
98.6%  97.6% 99.4%  99.2%

99.0% 98.2% 98.8%  98.8%

98.6%  99.4% 98.4%  98.4%

- 98.8% 98.6%  97.6%

‘initial dilution” pH in situ - 95.3% - -
- 96.0% - -
- 94.7% - -
- 93.7% - -
- 92.5% - -

pH 7.67 - 93.9% - -
- 94.1% - -
- 95.5% - -
- 95.3% - -




