Table S2. Mean squared errors of sampling from fixed r2 for various sampling sizes with 10,000 SNP pairs and a population size of 1000 (r2o: the original r2 of a population; ss: sample size).

	
	100
	200
	500
	1000
	2000

	1
	1.70E-32
	2.44E-32
	2.22E-33
	2.47E-32
	2.46E-32

	0.81
	3.25E-03
	1.64E-03
	6.77E-04
	3.33E-04
	1.81E-04

	0.64
	5.28E-03
	2.67E-03
	1.10E-03
	5.69E-04
	3.17E-04

	0.49
	6.01E-03
	3.08E-03
	1.33E-03
	6.95E-04
	4.00E-04

	0.36
	6.08E-03
	3.17E-03
	1.37E-03
	7.45E-04
	4.49E-04

	0.25
	5.41E-03
	2.74E-03
	1.24E-03
	6.86E-04
	4.25E-04

	0.16
	4.31E-03
	2.26E-03
	9.85E-04
	5.85E-04
	3.66E-04

	0.09
	2.95E-03
	1.51E-03
	6.86E-04
	4.01E-04
	2.56E-04

	0.04
	1.61E-03
	7.98E-04
	3.62E-04
	2.09E-04
	1.39E-04

	0.01
	5.97E-04
	2.62E-04
	1.03E-04
	6.01E-05
	3.91E-05

	0
	2.31E-04
	6.35E-05
	1.22E-05
	4.63E-06
	2.09E-06
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