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	Pheno-1
	Pheno-2
	GWAS Positional Genes
	Gene count for GWAS associations with p<1×10-5 (p<1×10-7)
	Hypergeometric (unweighted) p-value
	Weightedp-value

	BP
	CAD
	CDH13,KLHL29,SH2B3
	3 (0)
	0.349
	0.730

	BP
	CKD
	ATXN2,CUBN,KLHL29,UMOD
	4 (2)
	0.172
	0.547

	BP
	T2D
	MEF2C,TGFBR2
	2 (0)
	0.783
	0.962

	BP
	Lipids
	ATG4C,KLHL29
	2 (0)
	0.797
	0.964

	BP
	Obesity
	ATG4C,FOXD3,MSRA
	3 (0)
	0.841
	0.989

	CAD
	CKD
	APOB,KLHL29
	2 (2)
	0.737
	0.950

	CAD
	T2D
	CDKN2BAS,DMRTA1,IRS1,KIAA1486,UBA52P6
	5 (2)
	0.247
	0.682

	CAD
	Lipids
	APOB,APOC1,BSND,CELSR2,FAM84B,KLHL29,LDLR,LPL,PCSK9,PDGFD,PSRC1,SMARCA4,TRIB1,ZNF259
	14 (11)
	<0.001
	0.002

	CAD
	Obesity
	DMRTA1
	1 (0)
	0.996
	0.999

	T2D
	CKD
	C6orf223,GCKR,RPSAP52,SOX11,VEGFA
	5 (1)
	0.272
	0.725

	T2D
	Lipids
	FADS1,GCKR,NCRNA00262,RPL12P33
	4 (4)
	0.700
	0.957

	T2D
	Obesity
	ADAMTS9,BCL11A,C6orf223,COBLL1,DMRTA1, EIF3FP3,FTO,MAGI1,VEGFA
	9 (5)
	0.308
	0.867

	Lipids
	CKD
	APOB,GCKR,KLHL29
	3 (3)
	0.707
	0.948

	Obesity
	CKD
	C6orf223,VEGFA
	2 (2)
	0.979
	0.999

	Obesity
	Lipids
	ATG4C,TNKS
	2 (1)
	0.996
	0.999


In bold are genes that showed overlaps in studies where only GWAS studies of cohorts of European ancestry were included. Underlined are genes that showed overlaps under the more stringent GWAS threshold of P<10-7.




