RCL D e VT CFINT | GV ART & TE| 12{n] (LASFUNE T ST T S0
RNL D e, T ACKCINE K A G T AT & K (o] NCIAT T IF T ST & S0
RML THEGTR. 3 QEpSNT, TTLERN S T T i TH{®D . ATEWT AT pERHT S T T | 89

RCL OV EDY F PVO DISIL T AY |3 DEds ) 12U LN ] 180
RNL [E Q) DYF PVOE LT AH)ST pdiaY ) 12 LENNS 150
RML GEfONE LVAT[LDEE KOY )35 LY 5 SIgERE LY g OE 0| 179
RCL - = SuMEED . BAT) 269
RNL = SpmE SG. T SN 269
RML ST |QENT D 3 PET)| 269

Figure S1. Alignment of the amino acid sequence of RCL, RNL and RML



