Table S1: Prediction of phosphorylation sites on the amino terminus of Chd8.

	Position
	Sequence
	Domain

	256
	PVKGSAPAG
	-

	288
	SKRITLVLQ
	-

	395
	PGQRSVPVK
	-

	423
	VKVLSASEV
	-

	506
	RRKKSAGER
	NLS

	519
	KPKKSKTSG
	NLS

	521
	KKSKTSGAS
	NLS

	522
	KSKTSGASK
	NLS

	531
	TKGKSKLNT
	NLS

	535
	SKLNTITPV
	NLS

	548
	RKRNTSSDN
	NLS

	549
	KRNTSSDNS
	NLS

	576
	QKRRSNRQV
	H1/β-catenin

	586
	RKKYTEDLD
	H1/β-catenin

	703
	KRFKTKMAQ
	Chromodomain

	780
	KRIQSRHPE
	-


