Supplementary methods

Phospho-flow cytometry
The cells were left in medium (RPMI 1640 w/10% FCS) or treated with BMP-2, BMP-4, BMP-6 or BMP-7 as indicated for 60 min. Signaling was stopped by adding paraformaldehyde (Electron Microscopy Sciences) to a final concentration of 1.6% for 5 min, followed by wash in PBS and permeabilization in freezer-cold methanol (>90% as final concentration), and stored at -80 °C. Cells were rehydrated by washing in PBS, and stained with antibodies as specified.
Determination of cell death and apoptosis
Cells were cultured for 3 days and stained with 5 µg/ml propidium iodide (PI; Invitrogen) or TUNEL (Roche) according to the manufacturers’ recommendations. The cells were analyzed on a FACS Calibur (BD).
Gene expression data

SMAD mRNA expression data (log2 transformed) were analyzed across different lymphoma groups in the microarray dataset from Alizadeh et al.,
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 GSE60, and included samples from patients with Chronic lymphocytic leukemia (CLL; n = 29), DLBCL (n = 42) and FL (n = 9).  
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