Supplementary table 2

Gene Symbol | RefSeq Accession Number| Sense siRNA Sequence 5'-3' Antisense siRNA Sequence 5'-3' |Normalized luciferase values
ACP1 NM_004300 GGGUAACAUUUGUCGAUCAtt | UGAUCGACAAAUGUUACCCag _
ACP1 NM_004300 GGAAACUUGUAACCGAUCALt | UGAUCGGUUACAAGUUUCCHy 241
ACP1 NM_001040649 AACUUGUAACCGAUCAAAAtt | UUUUGAUCGGUUACAAGUUIc 173
ACP2 NM_001610 GUAUCAGAAUGAGAGUUCUtt | AGAACUCUCAUUCUGAUACHc 125
ACP2 NM_001610 GGACUCUCAUGAGUGCUGALt | UCAGCACUCAUGAGAGUCCgg 246
ACP2 NM_001610 CGGAGUCUGCGCUUCGUUALt | UAACGAAGCGCAGACUCCGgg 224
ACP5 NM_001611 AGAUCCCACAGACCAAUGUtt | ACAUUGGUCUGUGGGAUCUtg _
ACP5 NM_001611 CCCAGAUUGCAUACUCUAAt | UUAGAGUAUGCAAUCUGGGca
ACP5 NM_001611 UGACCGCUCCCUUCGCAAALt | UUUGCGAAGGGAGCGGUCAga 175
ACP6 NM_016361 GCACGGAUGAUCGAACAGAtt | UCUGUUCGAUCAUCCGUGCaa 81
ACP6 NM_016361 CACUAACAUUUUUCGGAAULt | AUUCCGAAAAAUGUUAGUGga |[IIIEGEGEGEZGE
ACP6 NM_016361 CUGGUGGUCCGAAACCAUALt | UAUGGUUUCGGACCACCAGct 230

ACPL2 NM_001037172 CUCCUACGUUUGAAAAACALt | UGUUUUUCAAACGUAGGAGgt 108
ACPL2 NM_001037172 CACUGUAUGUCAUUCCCAALt | UUGGGAAUGACAUACAGUGgg 172
ACPL2 NM_001037172 GCUAUUGCCCGGUAAGAAAt | UUUCUUACCGGGCAAUAGCag 211
ACPP NM_001099 GCUGCACCCUUAUAAGGAULt | AUCCUUAUAAGGGUGCAGCct o
ACPP NM_001099 GGACUUUGAUGAGUGCUAUtt |  AUAGCACUCAUCAAAGUCCqg 198
ACPP NM_001099 GCUAGAUGUUUACAACGGAtt | UCCGUUGUAAACAUCUAGCqc 227
ACPT NM_033068 AGAUCUCGGCUUUGGAUAUtt | AUAUCCAAAGCCGAGAUCUgg 154
ACPT NM_033068 GACUGUCGCUGGUUGGAGALtt | UCUCCAACCAGCGACAGUCCC
ACPT NM_033068 AGCCCACGGUCUUCCACUAt | UAGUGGAAGACCGUGGGCUtg 113
ACYP1 NM_203488 GUGUUUUUCCGUAAGCAUAt | UAUGCUUACGGAAAAACACCC 125
ACYP1 NM_203488 GGUGCGUCAUAUGCAGGAALt | UUCCUGCAUAUGACGCACCtt
ACYP1 NM_203488 GAGGAAGUCCUAAAUCACALt | UGUGAUUUAGGACUUCCUCH
ACYP2 NM_138448 CAUUGACCGCACAAACUUULt | AAAGUUUGUGCGGUCAAUGcY
ACYP2 NM_138448 GGUGAAGAAUACCAGCAAALt | UUUGCUGGUAUUCUUCACCca
ACYP2 NM_138448 CUUCAGAAUGUAUACAGAAtt | UUCUGUAUACAUUCUGAAGca 186
ALPI NM_001631 GACAUACAAUGUGGACAGAtt | UCUGUCCACAUUGUAUGUCH 89
ALPI NM_001631 CGUCCAUCCUGUACGGCAAtt | UUGCCGUACAGGAUGGACGtg 173
ALPI NM_001631 GGGCUACGUGUUCAACUCALt | UGAGUUGAACACGUAGCCCgg 178
ALPL NM_000478 CUGCCUUACUAACUCCUUAL | UAAGGAGUUAGUAAGGCAGgt
ALPL NM_000478 GUAUGAGAGUGACGAGAAAtt | UUUCUCGUCACUCUCAUACtC 167




ALPL NM_000478 CAAGCGCAAGAGACACUGAtt | UCAGUGUCUCUUGCGCUUGGt | 93
ALPP NM_001632 GGACACUGGGCAUAGAUUULt | AAAUCUAUGCCCAGUGUCCag 123
ALPP NM_001632 GGAAGUGUUUGUAAUCCCALt | UGGGAUUACAAACACUUCCHt 150
ALPP NM_001632 GCACCCAACUGAGAUCCGALt | UCGGAUCUCAGUUGGGUGCtg

ALPPL2 NM_031313 GGACAUUGAUGUGAUCCUALt | UAGGAUCACAUCAAUGUCCat

ALPPL2 NM_031313 AGACAUACAGUGUAGACAALt | UUGUCUACACUGUAUGUCULg

ALPPL2 NM_031313 CCACUGGGCUAAUUCUACALt | UGUAGAAUUAGCCCAGUGGag 179
ANP32A NM_006305 UCACAUAUCUCGACGGCUALt | UAGCCGUCGAGAUAUGUGAGgt 88
ANP32A NM_006305 UGAACUAAGCGAUAACAGAtt | UCUGUUAUCGCUUAGUUCAag 211
ANP32A NM_006305 CAAUCGCAAACUUACCAAAt | UUUGGUAAGUUUGCGAUUGag 133
ANP32B NM_006401 CCUUGGAACCUUUGAAAAAtt | UUUUUCAAAGGUUCCAAGGtg 129
ANP32B NM_006401 GUCUGGACAUGUUAGCUGALt | ucAGcuAaAcAaucuccaGAcet (RS2
ANP32B NM_006401 AGAGUUCCUCAGUUUAAUALt | UAUUAAACUGAGGAACUCUaa 150
ANP32C NM_012403 GGACAACAGUCGGUCGAAUtt | AUUCGACCGACUGUUGUCCag 95
ANP32C NM_012403 CUGGAAUUCUUAAGUAAAAL | UUUUACUUAAGAAUUCCAGH 101
ANP32C NM_012403 GAACUGGAAUUCUUAAGUAtt | UACUUAAGAAUUCCAGUUCH 104
ANP32D NM_012404 CCUCAUACAUCUAAAUUUAL | UAAAUUUAGAUGUAUGAGGHt 122
ANP32D NM_012404 GGACAACAGUCAGUCAAAUtt | AUUUGACUGACUGUUGUCCag 115
ANP32D NM_012404 GCCUCACCUCAAUUGCAAAL | UUUGCAAUUGAGGUGAGGCct 172
ANP32E NM_030920 GAUUUGAUCAGGAGGAUAAL | UUAUCCUCCUGAUCAAAUCca 126
ANP32E NM_030920 CUGUUUAACUGUGAGAUCAtt | UGAUCUCACAGUUAAACAGgt 158
ANP32E NM_030920 GAGCUUAGUGAUAAUAUAAt | UUAUAUUAUCACUAAGCUCca 143
ASNA1 NM_004317 GCCCUUUCAUCUCACAGAUtt | AUCUGUGAGAUGAAAGGGCtg 153
ASNA1 NM_004317 GGCUUAUGCAGAUCAAGAALt | UUCUUGAUCUGCAUAAGCCgg _
ASNA1 NM_004317 CAACAUCUCAGAUGCUUUUtt | AAAAGCAUCUGAGAUGUUGHg
ATP6VOE1 NM_003945 UGCCUUGGUUCAUCCCUAAtLt | UUAGGGAUGAACCAAGGCAcC 95
ATPBVOE1 NM_003945 CCCUCUCUUUGGACCGCAAtt | UUGCGGUCCAAAGAGAGGGt 170
ATPBVOE1 NM_003945 GACCGCAAUUGAAAAAUGAtt | UCAUUUUUCAAUUGCGGUCca 160
ATPBVOE2 NM_145230 GCCGUCUGCUGUUACCUCUtt | AGAGGUAACAGCAGACGGCqg 148
ATPBVOE2 NM_145230 GCGGAGUGAUCAUCACCAULt | AUGGUGAUGAUCACUCCGCgg 244
ATPBVOE2 NM_145230 ACGUCUAGAUGUGAAAUUUtt | AAAUUUCACAUCUAGACGUgt 93
BPNT1 NM_006085 GAGGAAUUAUGACUACUAULt | AUAGUAGUCAUAAUUCCUCag |
BPNTH1 NM_006085 CAUAUUCUAUUGCUCAAAAtt | UUUUGAGCAAUAGAAUAUGCG 128
BPNT1 NM_006085 GAAUGAUAGUCAGACGUGULtt | ACACGUCUGACUAUCAUUCCt 145
C21orf6 NM_016940 GGAGAUGUUUGUAUACUGAtt | UCAGUAUACAAACAUCUCCat 136
C21orf6 NM_016940 CUCUAUCAGUUCUUAAACALt | UGUUUAAGAACUGAUAGAGct 120




C21ori6 NM_016940 GGAUGUAUCUGACGAAAAALt | UUUUUCGUCAGAUACAUCCag | 134
C3orf48 NM_144714 GGAGUGUCAUAUAUUCUCALt | UGAGAAUAUAUGACACUCCtg 168
C3orf48 NM_144714 CAAAUACCAGCAUACUAUALt | UAUAGUAUGCUGGUAUUUGH 91
C3orf48 NM_144714 CACAUUACCCUGUUCCAUAL | UAUGGAACAGGGUAAUGUGGL
CABIN{ NM_012295 GGAUUGAUUUGUCGGACUALtt | UAGUCCGACAAAUCAAUCCH 169
CABIN1 NM_012295 GGAUUGCCGGUACAGCAAAtt | UUUGCUGUACCGGCAAUCCIt
CABIN1 NM_012295 GCGAUUCUAUGUGCGAGUALt | UACUCGCACAUAGAAUCGCag 199
CANT1 NM_138793 UGAUUGUUUUCAAUGGGAALt | UUCCCAUUGAAAACAAUCAgg 164
CANT1 NM_138793 ACCUGGUUCAGUUACCUGALt | UCAGGUAACUGAACCAGGUgt [
CANT1 NM_138793 GAAUCGCAGUUAUCGCAGAtt | UCUGCGAUAACUGCGAUUCga 191
CCDC104 NM_080667 GAAGAGAUGAAAAUCCUGAtt | UCAGGAUUUUCAUCUCUUCGt 138
CCDC104 NM_080667 GCAUUUUGCUAAUCAGUCAtt | UGACUGAUUAGCAAAAUGCat 246
CCDC104 NM_080667 GCAAAUUGACCUAUACAGAtt | UCUGUAUAGGUCAAUUUGCH 192
CDC14A NM_033313 CCUAUGCAGUAAUCUAUUULt | AAAUAGAUUACUGCAUAGGca 173
CDC14A NM_033313 GUUCAUGAAAGAUCGGUUAt | uaAccgaucuuucauGAActe [
CDC14A NM_033313 CUACACCUGUUUUGACCAAtt | UUGGUCAAAACAGGUGUAGHg 189
CDC14B NM_003671 AGAAUUCCUAGAUAUCUGUlt |  ACAGAUAUCUAGGAAUUCU 138
CDC14B NM_003671 AGAUCAGCAAGAACCCGAAtt | UUCGGGUUCUUGCUGAUCULg 192
CDC14B NM_003671 AGACAUCCUAUAUUCCUUUtt | AAAGGAAUAUAGGAUGUCUCGt 224
CDC14C XM_001125780 AACAUUCUCCCGAGACUUAtt | UAAGUCUCGGGAGAAUGUUgg 201
CDC14C XM_001125780 GAAAAGGCGAAGACAAUCAL | UGAuuGgucuucgccuuuucag [T
cDC14C XM_001125780 AGGCGAAGACAAUCAAAAAt | UUUUUGAUUGUCUUCGCCULt 114
CDC25A NM_201567 GGGUUAUCUCUUUCAUACALt | UGUAUGAAAGAGAUAACCCtt 152
CDC25A NM_201567 CAAGGGACCUUAUAGGAGALt | ucuccuAuAAaGGucccuuGcgg S
CDC25A NM_201567 CAUCGACUGUCGAUACCCAtt | UGGGUAUCGACAGUCGAUGat 130
CDC25B NM_021873 GGAUCAUUCGAAACGAGCAtt | UGCUCGUUUCGAAUGAUCCgg 101
CDC25B NM_021873 GAGAGCUGAUUGGAGAUUALt | UAAUCUCCAAUCAGCUCUCgg 126
CDC25B NM_021873 GCAACAUCGUGGAUAAGUUlt | AACUUAUCCACGAUGUUGCtg
CDC25C NM_001790 CAGGGAGCCUUAAACUUAUtt | AUAAGUUUAAGGCUCCCUGga
CDC25C NM_001790 CCUUUACCGUCUGUCCAGALtt | UCUGGACAGACGGUAAAGGaa 167
CDC25C NM_001790 GAACUCCAGUGGGCAAAUULt | AAUUUGCCCACUGGAGUUCHa
CDKN3 NM_005192 CCUUAAAAAUUACCGAAAAtt | UUUUCGGUAAUUUUUAAGGca 202
CDKN3 NM_005192 GACUCCAAUUCAUAUAUCALt | UGAUAUAUGAAUUGGAGUCtg 110
CDKN3 NM_005192 CCAUCAAGCAAUACAAUUALt | UAAUUGUAUUGCUUGAUGGtc 82
CHP NM_007236 GAGUAAAUAUCUCAGAUGALt | UCAUCUGAGAUAUUUACUCCcy 111
CHP NM_007236 AGAUGUGAAUGGACCCGAALt | UUCGGGUCCAUUCACAUCULt _



CHP NM_007236 GCAUGAUGGUCGGAGUAAAt | UUUACUCCGACCAUCAUGCgt 136
CHTF18 NM_022092 UGGACAUUCUUGCACCCAALt | UUGGGUGCAAGAAUGUCCAgg 129

CHTF18 NM_022092 CAGCACCCGUGAAAAGCAALt | UUGCUUUUCACGGGUGCUGta 111

CHTF18 NM_022092 AGGGCUUGUUUGACAACUUtt | AAGUUGUCAAACAAGCCCUgg |G e
CIB2 NM_006383 GACUGCACCUUCUUCAAUAtt | UAUUGAAGAAGGUGCAGUCct 143

CIB2 NM_006383 GGAAAAGCAGAUAACCCAALt | UUGGGUUAUCUGCUUUUCCct 167

CIB2 NM_006383 GCUGCAUUCGCGAUUCUAUtt | AUAGAAUCGCGAAUGCAGCit 217

CIB3 NM_054113 GGCUUACUAUGCUUUUAAAL | UUUAAAAGCAUAGUAAGCCtt 127

CIB3 NM_054113 UGUUUUCCGUGAUGAGUGALt | UCACUCAUCACGGAAAACALg 112

CIB3 NM_054113 GGAGCAGACGGUGACCAAALt | UUUGGUCACCGUCUGCUCCag 131

CTDP1 NM_048368 GACUCAAUGGUUUGCAUUAt | UAAUGCAAACCAUUGAGUCtc 207

CTDP1 NM_048368 CAAACUUCCCGAUAGAGAAL | uucucuaucaGGAAcuuuGic [
CTDP1 NM_048368 GGGCACGGGUGAUAUGAAUtt | AUUCAUAUCACCCGUGCCCtg 130

CTDSP1 NM_182642 GCCCAGGACUCAGACAAGAtLt | UCUUGUCUGAGUCCUGGGCct 109

CTDSP1 NM_182642 CGGACUUCAUCAUCCCUGUt | ACAGGGAUGAUGAAGUCCGcg 109

CTDSP1 NM_182642 GCCUCGUGGUUUGACAACAt | UGUUGUCAAACCACGAGGCca 126

CTDSP2 NM_005730 CGUAUAAGGAGGAAGCAAAtt | UUUGCUUCCUCCUUAUACGca 156

CTDSP2 NM_005730 ACAUCUUCAAGGCCCUUUULt | AAAAGGGCCUUGAAGAUGUta 101

CTDSP2 NM_005730 UGACCUCGAUGAAACCCUUtt | AAGGGUUUCAUCGAGGUCAat 111

CTDSPL NM_005808 GCCUAUUAGUAAUGCUGAUtt | AUCAGCAUUACUAAUAGGCtt 148

CTDSPL NM_005808 GGUCAUUGAUUUAGAUGAAtt | UUCAUCUAAAUCAAUGACCac 88

CTDSPL NM_005808 CACAGUUCGUUUAAGCCUAtt | UAGGCUUAAACGAACUGUGca 130

DOLPP1 NM_020438 CAGUUUAUGUGGUUCUUCUtt | AGAAGAACCACAUAAACUGgg _
DOLPP1 NM_020438 AGUUCUUCCUAAUCCGAGAtt | UCUCGGAUUAGGAAGAACUcg

DOLPP1 NM_020438 AGAAUGCACCAAACAAACAL | UGUUUGUUUGGUGCAUUCUta 165

DUPD1 NM_001003892 AGCUCUACAUUGGCGAUGAtt | UCAUCGCCAAUGUAGAGCUtg 175

DUPD1 NM_001003892 GCCUACUCAUCUGCCAAGALt | UCUUGGCAGAUGAGUAGGCat 218

DUPD1 NM_001003892 UCCAGCAAGUGGCCAAGAAtt | UUCUUGGCCACUUGCUGGAtg 120

DUSP1 NM_004417 CCACCACCGUGUUCAACUULt | AAGUUGAACACGGUGGUGGtg 166

DUSP1 NM_004417 GGACUAAUCGAGUCAAGCUtt | AGCUUGACUCGAUUAGUCCtc _
DUSP1 NM_004417 AGGCCUUUGAGUUUGUGAAtt | UUCACAAACUCAAAGGCCUcg

DUSP10 NM_007207 AGAAAGGCCUGUUCAACUAtt | UAGUUGAACAGGCCUUUCUca 120

DUSP10 NM_007207 GACCAUGACUGAUGCUUAUtt | AUAAGCAUCAGUCAUGGUCat 217

DUSP10 NM_007207 AGUUCGAGGAAGACCUAAAt | UUUAGGUCUUCCUCGAACUct 123

DUSP11 NM_003584 GGACUCGUUUCAUUGCUUUtt | AAAGCAAUGAAACGAGUCCca 174

DUSP11 NM_003584 GACCCAAAGUUUGCAACAAtt | UUGUUGCAAACUUUGGGUCtg 133




DUSP11 NM_003584 GAUAUUUGAUUGAUGUAGALt | UCUACAUCAAUCAAAUAUCHg 218

DUSP12 NM_007240 GGAUAACACCUGCUUUUCALt | UGAAAAGCAGGUGUUAUCCac 127

DUSP12 NM_007240 AGGCGAUCAUUAUUUCGAALt | UUCGAAAUAAUGAUCGCCUgc _
DUSP12 NM_007240 GAAGUGGACCUAUAGCCUUtt | AAGGCUAUAGGUCCACUUCC

DUSP13 NM_016364 CAAUAUCUGCCCUAACUCAtt | UGAGUUAGGGCAGAUAUUGcg 146

DUSP13 NM_016364 GAAUGUCCCUGGAGUACUAtt | UAGUACUCCAGGGACAUUCca 171

DUSP13 NM_016364 CACUGAACCAUAUCGAUGAtt | UCAucGAUAuGGuucAcucty [IIEGEGEGENEEE
DUSP14 NM_007026 CAUUGUUAAUGCUACCAUULt | AAUGGUAGCAUUAACAAUGca 138

DUSP14 NM_007026 GGAAGUCGACAGUUAAAAUL | AUUUUAACUGUCGACUUCCca 226

DUSP14 NM_007026 GGAGGCAACUGAUAGACUAtt | UAGUCUAUCAGUUGCCUCCag 215

DUSP16 NM_030640 GGUUGUAGUUUACGAUCAALt | UUGAUCGUAAACUACAACCHt 167

DUSP16 NM_030640 GCUGGAAAGUGGAACGGAAL | UUCCGUUCCACUUUCCAGCag 175

DUSP16 NM_030640 GGACAAAGUGUUAAUUACAL | UGUAAUUAACACUUUGUCCHg

DUSP18 NM_152511 AGCUCAUGCUGUCUAGCAAtt | UUGCUAGACAGCAUGAGCUtg
DUSP18 NM_152511 GCCUCUCGCAGAUAACCAALt | UUGGUUAUCUGCGAGAGGCcg

DUSP18 NM_152511 AGUACAUGCAGGUACCUGUt | ACAGGUACCUGCAUGUACUgg 113

DUSP19 NM_080876 GACUUUACAUAUAAGAGCAtLt | UGCUCUUAUAUGUAAAGUCac

DUSP19 NM_080876 GACCUUCCAUAUGUCCAAALt | UUUGGACAUAUGGAAGGUCH 170

DUSP19 NM_080876 GGAGCAGCUUCGUACAUAULt | AUAUGUACGAAGCUGCUCCat 248

DUSP2 NM_004418 GUCCCGAUCUGUGCUCUGALt | UCAGAGCACAGAUCGGGACag 239

DUSP2 NM_004418 ACUUAGCACUUUAUAUUUAL | UAAAUAUAAAGUGCUAAGUt 190

DUSP2 NM_004418 GGCCUUUUCCGCUACAAGALt | UCUUGUAGCGGAAAAGGCCct 213

DUSP21 NM_022076 GGUGGAAGUGGUCAACGUAtt | UACGUUGACCACUUCCACCga 144

DUSP21 NM_022076 CAACAACGGCUUUUGGGAAt | UUCCCAAAAGCCGUUGUUGqg 167

DUSP21 NM_022076 GGGAACAGCUCAUCAAUUALt | UAAUUGAUGAGCUGUUCCCaa 138

DUSP22 XM_001132925 AGCUCUAUGUUUUCGUUAAtt | UUAACGAAAACAUAGAGCUTtt 110

DUSP22 XM_001132925 GCAUACAUCAUGACCGUCAtt | UGACGGUCAUGAUGUAUGCga 197

DUSP22 XM_001132925 UGACACUGGUGAUCGCAUAtt | UAUGCGAUCACCAGUGUCAcq 149

DUSP23 NM_017823 GAAGUGGACUAAAGUAUUALt | UAAUACUUUAGUCCACUUCCcC 135

DUSP23 NM_017823 GGAAGUGGACUAAAGUAUUtt | AAUACUUUAGUCCACUUCCct 232

DUSP23 NM_017823 GCCCACUACCAGUUCCUGUt | ACAGGAACUGGUAGUGGGCgg _
DUSP26 NM_024025 CUCCCUCACCAAAACAAAALt | UUUUGUUUUGGUGAGGGAGag

DUSP26 NM_024025 GGGAUACGGCAAGCAUGAAL | UUCAUGCUUGCCGUAUCCCtg 88

DUSP26 NM_024025 UCCGCUACCUGGGUGUUGALtt | UCAACACCCAGGUAGCGGAtg 143

DUSP28 NM_001033575 CGGAUUAGAUGUUGCUAUALt | UAUAGCAACAUCUAAUCCGga

DUSP28 NM_001033575 GCAAGAGGGUUGUAUAUUULt | AAAUAUACAACCCUCUUGCct 195




DUSP28 NM_001033575 GGUUGUAUAUUUUCCCGUUtt | AACGGGAAAAUAUACAACCct 197

DUSP3 NM_004090 GAACCCUCCUAAAUCCAUALt | UAUGGAUUUAGGAGGGUUCtc 157

DUSP3 NM_004090 AGGACUCCGGCAUCACAUAt | UAUGUGAUGCCGGAGUCCUty 185

DUSP3 NM_004090 GGUCCUUCAUGCACGUCAAtt | UUGACGUGCAUGAAGGACCtg 145

DUSP4 NM_001394 GAAGGACACUAUCAGUACAtt | UGUACUGAUAGUGUCCUUCaa 119

DUSP4 NM_001394 GCAGUUCGUCUUCAGCUUUtt | AAAGCUGAAGACGAACUGCga 213

DUSP4 NM_001394 CCACUUUGAAGGACACUAUtt | AUAGUGUCCUUCAAAGUGGH

DUSP5 NM_004419 GAGUGUUGCGUGGAUGUAAtt | UUACAUCCACGCAACACUCag

DUSP5 NM_004419 UGCAGACACUGAGCCCUGAtt | UCAGGGCUCAGUGUCUGCAaa

DUSP5 NM_004419 CGGCUGACAUUAGCUCCCAtt | UGGGAGCUAAUGUCAGCCGig

DUSP6 NM_001946 CGGACACUAUUAUCACUAAtt | UUAGUGAUAAUAGUGUCCGta

DUSP6 NM_001946 GAACUGUGGUGUCUUGGUAtt | UACCAAGACACCACAGUUCH

DUSP6 NM_001946 AGCUCAAUCUGUCGAUGAAtt | UUCAUCGACAGAUUGAGCUtc

DUSP7 NM_001947 AGAUGAACCUGUCACUCAAtt | UUGAGUGACAGGUUCAUCUtc

DUSP7 NM_001947 ACAAGUUUCAAACAGAGUAtt | UACUCUGUUUGAAACUUGULg

DUSP7 NM_001947 AGUCCAACAUCUCGCCCAAtt | UUGGGCGAGAUGUUGGACUtt

DUSP8 NM_004420 CAACGACAACUACUGUGAAtt | UUCACAGUAGUUGUCGUUGat

DUSP8 NM_004420 CCAUCGAGUUCAUCGAUAAt | UUAUCGAUGAACUCGAUGGac

DUSP8 NM_004420 CGACAACUACUGUGAAAAAt | UUUUUCACAGUAGUUGUCGH 131

DUSP9 NM_001395 GACUUUCACUACAAGCAGAtt | UCUGCUUGUAGUGAAAGUCac 153

DUSP9 NM_001395 CAAACUUCUUCGAGAAGAAtt | UUCUUCUCGAAGAAGUUUGYg 115

DUSP9 NM_001395 CUCUCUCAACGAUGCCUAUtt | AUAGGCAUCGUUGAGAGAGag 157
DUT NM_001948 GCUCAUUUGCGAACGGAUUtt | AAUCCGUUCGCAAAUGAGCtg 102
DUT NM_001948 CCUUCUGGGUGUUAUGGAALt | UUCCAUAACACCCAGAAGGga _
DUT NM_001948 AGAUUAUAGAGGAAAUGUUtt | AACAUUUCCUCUAUAAUCUtC

ENOPH1 NM_021204 GCAACGCAGGAUUAACAGAt | UCUGUUAAUCCUGCGUUGCct 137

ENOPH1 NM_021204 GGAAUGAAGGUGUACAUCULt | AGAUGUACACCUUCAUUCCgg 161

ENOPH1 NM_021204 GAGAGUGAAAGUUACCGAALt | UUCGGUAACUUUCACUCUCta 233

ENTPD1 NM_001776 GGCAUUUACCUGACUGAUULt | AAUCAGUCAGGUAAAUGCCta 144

ENTPD1 NM_001776 GGUUCAGCAUAGUCCCAUAtt | UAUGGGACUAUGCUGAACCac 230

ENTPD1 NM_001776 GCUGGAUUACUAUCAACUAt | UAGUUGAUAGUAAUCCAGCca 183

ENTPD2 NM_203468 GGAUGUGCCCAAAGAGAGALt | UCUCUCUUUGGGCACAUCCtg 142

ENTPD2 NM_203468 CGUCCAUGUUUAUCUACAAL | UUGUAGAUAAACAUGGACGy (I

ENTPD2 NM_203468 GCUUCAGGAUGUGCCCAAALt | UUUGGGCACAUCCUGAAGCgc 170

ENTPD3 NM_001248 CCCUCGCUUUCUUCACAGULt | ACUGUGAAGAAAGCGAGGGtg 173

ENTPD3 NM_001248 GCAGAAUUCUCCUACCAAAtt | UUUGGUAGGAGAAUUCUGCag 177




ENTPD3 NM_001248 CCAGGACUGAAGUAUGGUALtt | UACCAUACUUCAGUCCUGGag 186
ENTPD4 NM_004901 GUAUGGGCGACUAACCAGALtt | UCUGGUUAGUCGCCCAUACIt 140

ENTPD4 NM_004901 GACCCGCUUUCUACCGUUALt | UAACGGUAGAAAGCGGGUCct 231

ENTPD4 NM_004901 GAAGCUACAGACACCAAUAtt | UAUUGGUGUCUGUAGCUUCaa 137

ENTPD5 NM_001249 GCAUCAUGGAUGGAUCCGAtt | UCGGAUCCAUCCAUGAUGCta 156

ENTPD5 NM_001249 CACCUUUCCUGGUACCAAAtt | UUUGGUACCAGGAAAGGUGac 196

ENTPD5 NM_001249 GUCUUACAGCUCACAAAGALt | UCUUUGUGAGCUGUAAGACtg 160

ENTPD6 NM_001247 AGAGGUCCUUCAAAACAGAtt | UCUGUUUUGAAGGACCUCUga 114

ENTPD6 NM_001247 GGAAAAUUGACAAUGUUGALt | UCAACAUUGUCAAUUUUCCga 207

ENTPD6 NM_001247 CUGCGGAUGUUUAACAGGALt | UCCUGUUAAACAUCCGCAGtg 94

ENTPD? NM_020354 GGCAUAUAUCAAUCGCCUAt | UAGGCGAUUGAUAUAUGCCat 140

ENTPD? NM_020354 CGAGAUAGGCAAUACGAAAt | UUUCGUAUUGCCUAUCUCGtg 126

ENTPD? NM_020354 GGACAGUAGGGAUACUGGALt | UCCAGUAUCCCUACUGUCCIt 184

ENTPDS8 NM_198585 CGGGAACUUUUCAACUUCULt | AGAAGUUGAAAAGUUCCCGga 104

ENTPDS NM_198585 CCAGCCUCGAGUUCCGAAAtt | uuucGGAAcucGAGGcuGGge [
ENTPDS NM_198585 CUUGGAGGGUGAGACUGCALt | UGCAGUCUCACCCUCCAAGHg 114

EPM2A NM_001018041 GACACUAUGAUUAAACUAULt | AUAGUUUAAUCAUAGUGUCHg 123

EPM2A NM_001018041 CAUGUAACCAUCAAACUGALt | UCAGUUUGAUGGUUACAUGH 175

EPM2A NM_001018041 GACCGUUGCUGUACUUACALt | UGUAAGUACAGCAACGGUCat 135

FBP1 NM_000507 CCAACGACCUGGUUAUGAAL | UUCAUAACCAGGUCGUUGGag 199

FBP1 NM_000507 GAAAGAAAUCAACUGAUGALt | UCAUCAGUUGAUUUCUUUCta 198

FBP1 NM_000507 CUACCAACGUGACAGGUGAtt | UCACCUGUCACGUUGGUAGaa 146

FBP2 NM_003837 ACAUGGUCCAAUCCUCCUAtt | UAGGAGGAUUGGACCAUGULg 104

FBP2 NM_003837 GCUCCUGUAUGAAUGCAAULt | AUUGCAUUCAUACAGGAGCcg 247

FBP2 NM_003837 CCACUGAAUAUGUGCAGAAtt | UUCUGCACAUAUUCAGUGGHg 147

FHIT NM_002012 GCCGAUUUGUUUCAGACGAtt | UCGUCUGAAACAAAUCGGCca 116

FHIT NM_002012 CGCUCUUGUGAAUAGGAAALt | UUUCCUAUUCACAAGAGCGaa (GGG
FHIT NM_002012 UAGUGUUUCUCAAAACAGAt | UCUGUUUUGAGAAACACUAca 179

FLJ16165 NM_001004318 GAGAGAUGCCCUACACUAAL | UUAGUGUAGGGCAUCUCUCgg 93

FLJ16165 NM_001004318 GGCCGUGGAUCAUCACUAUtt | AUAGUGAUGAUCCACGGCCgg 156

FLJ16165 NM_001004318 GGCGGAAGCUCUACAUACAtt | UGUAUGUAGAGCUUCCGCCgg

FLJ32658 NM_144688 GGAUGGAGUGAAAAAGAGAtt | UCUCUUUUUCACUCCAUCCcg 114

FLJ32658 NM_144688 GGAACAGAAUCGCAGCCUULt | AAGGCUGCGAUUCUGUUCCtc

FLJ32658 NM_144688 GCAGCUGAGUCAGACCUAULt | AUAGGUCUGACUCAGCUGCtc 91

FLJ40125 XM_001132018 CAUCCAGACCAAAAAGAAAtt | UUUCUUUUUGGUCUGGAUGH 209

FLJ40125 XM_001132018 CCAACAUCCAGACCAAAAAtt | UUUUUGGUCUGGAUGUUGGHy _



FLJ40125 XM_001132018 GUAGAGUUUUGAUUAUUAAL | UUAAUAAUCAAAACUCUACH 159
G6PC NM_000151 GCAGGUGUAUACUACGUGALt | UCACGUAGUAUACACCUGCtg
G6PC NM_000151 GAAUCUACCUUGCUGCUCAtt | UGAGCAGCAAGGUAGAUUCGt 221
G6PC NM_000151 GGUGGGUUUUGGAUACUGALt | UCAGUAUCCAAAACCCACCag 92
G6PC2 NM_021176 GAUUUACCCAAAUCACUCALt | UGAGUGAUUUGGGUAAAUCHg 91
G6PC2 NM_021176 GCUUACUACACUUUUCUAAL | UUAGAAAAGUGUAGUAAGCtC 162
G6PC2 NM_021176 UGUUUUCAAUUUAAUCAGALtt | UCUGAUUAAAUUGAAAACAaa 216
G6PC3 NM_138387 GGCUUGUCGCGAAUCUUCALt | UGAAGAUUCGCGACAAGCCaa 181
G6PC3 NM_138387 GGAUCAGCCUCAUCACCGALt | UCGGUGAUGAGGCUGAUCCag 170
G6PC3 NM_138387 CCAAGAUCCUCUUUCUGUUtt | AACAGAAAGAGGAUCUUGGga 188
HDDC3 NM_198527 CACUGACAUUGUGGUGUUAtt | UAACACCACAAUGUCAGUGat 101
HDDC3 NM_198527 AACACGUUCUGGAAAAUAAL | UUAUUUUCCAGAACGUGUUag 182
HDDC3 NM_198527 CCAUCCUUCCCAGAUAUUAtt | UAAUAUCUGGGAAGGAUGGag

HDHD1A NM_012080 AGAAAUAUGUAAUCGCUAUtt | AUAGCGAUUACAUAUUUCULg 149

HDHD1A NM_012080 CGCUAUGACAAGAAAUACAtt | UGUAUUUCUUGUCAUAGCGat

HDHD1A NM_012080 GCCGAGAUCUGACAACAAAL | UUUGUUGUCAGAUCUCGGCtc 136
HDHD2 NM_032124 GAAUCAAGCAUUCCGGUUAtt | UAACCGGAAUGCUUGAUUCag 214
HDHD2 NM_032124 GGAGCACCUCUGAUAGCAAtt | UUGCUAUCAGAGGUGCUCCat 226
HDHD2 NM_032124 GCUAGUUGAUGAUCGGGCAtt | UGCCCGAUCAUCAACUAGCag 207
HINT1 NM_005340 CUGCUGAUCUGGGCCUGAAtt | UUCAGGCCCAGAUCAGCAGca 186
HINT1 NM_005340 GGUGGUGAAUGAAGGUUCALt | UGAACCUUCAUUCACCACCat
HINT1 NM_005340 GUGAUACCCAAGAAACAUAtt | UAUGUUUCUUGGGUAUCACca
HINT2 NM_032593 GCAGCUUCUAGGACACCUAtt | UAGGUGUCCUAGAAGCUGCtg
HINT2 NM_032593 ACCGACUUGUGAUCAACGAtt | UCGUUGAUCACAAGUCGGUat 190
HINT2 NM_032593 UCAUCUGCACAUUCAUGUAtt | UACAUGAAUGUGCAGAUGAta 230
ILKAP NM_030768 GCAUCAAAACUUAAUCAGAt | UCUGAUUAAGUUUUGAUGCaa 138
ILKAP NM_030768 CAUGCAGCCUUAAGCCUCAtt | UGAGGCUUAAGGCUGCAUGHt 129
ILKAP NM_030768 GAAGAAGCCGUGAACUUCAtt | UGAAGUUCACGGCUUCUUCHg 142
IMPA1 NM_005536 GCAGAUGCAUAUUAUGAAAt | UUUCAUAAUAUGCAUCUGCtc 206
IMPA1 NM_005536 GGUUCUUUCUAAUAUGGAAtt | uuccAUAUUAGAAAGAACcat (S
IMPA1 NM_005536 GGAUAGCUAAAGAAAUUCALt | UGAAUUUCUUUAGCUAUCCH 90
IMPA2 NM_014214 GAUUUGCUGUUCGACAAGAtt | UCUUGUCGAACAGCAAAUCca 126
IMPA2 NM_014214 CUGCAGAUCUUGUGACAGAtt | UCUGUCACAAGAUCUGCAGCt 237
IMPA2 NM_014214 CGACGGCACCUGCAAUUUULt | AAAAUUGCAGGUGCCGUCGat

IMPAD/ NM_017813 GAAAGUACGUCACUACUAUtt | AUAGUAGUGACGUACUUUCga

IMPAD/ NM_017813 GGAUGUGCCUGAUAAGAGULt | ACUCUUAUCAGGCACAUCCaa 160



IMPAD1 NM_017813 CAGAGGAUCUUCGAAAGUALt | UACUUUCGAAGAUCCUCUGta 107
INPP1 NM_002194 GAUUCAACUUAUCAGUAUAL | UAUACUGAUAAGUUGAAUCta 230
INPP1 NM_002194 GAAUCCAAUGAGUUUACUAtt | UAGUAAACUCAUUGGAUUCH 143
INPP1 NM_002194 CAGCAGAGCUUCUUAGCAAL | UUGCUAAGAAGCUCUGCUGH 220

INPP5A XM_001133189 GAUCUACUCGGAUACCUUAtt | UAAGGUAUCCGAGUAGAUCtc 245

INPP5A XM_001133189 GCCUUUGACUUGGUGAAUALt | UAUUCACCAAGUCAAAGGCac 193

INPP5A XM_001133189 CAGCGAUUCGAGAAGGUUUtt | AAACCUUCUCGAAUCGCUGat 192

INPP5B NM_005540 GCGGGAACAUACAAUGUAAt | UUACAUUGUAUGUUCCCGCaa 220

INPP5B NM_005540 GUUGAUUACCUGUACCGAAtt | UucGGUACAGGUAAUCAACca (S

INPP5B NM_005540 GAGUCUUACUGUAAGCAGUtt | ACUGCUUACAGUAAGACUCIt 111

INPP5D NM_001017915 GCGACAUCAUGACGAGUGALtt | UCACUCGUCAUGAUGUCGCtg 152

INPP5D NM_001017915 GGAGCGUGAUGAAUCCAGUtt | ACUGGAUUCAUCACGCUCCqt 167

INPP5D NM_001017915 GACUGACUCGGGACAAAUAt | UAUUUGUCCCGAGUCAGUCtc 184

INPP5E NM_019892 GGACUACACCAGGACUGUAtt | UACAGUCCUGGUGUAGUCCag 101

INPP5E NM_019892 GGAUUUCGAAGGAGAUUCALtt | UGAAUCUCCUUCGAAAUCCGt 81

INPP5E NM_019892 GACCGCGUCUUGUACAGAALt | UUCUGUACAAGACGCGGUCcg 141
INPP5F NM_014937 GGAUCGGAUUUACCCAUAAt | UUAUGGGUAAAUCCGAUCCca
INPP5F NM_014937 GAAGGUUGAUGACCGAUUUtt | AAAUCGGUCAUCAACCUUCHY
INPP5F NM_014937 GGAAUGCGCUAUAAACGAAL | UUCGUUUAUAGCGCAUUCCtg
INPPL1 NM_001567 UCACAGAAGUUCACGCUGALtt | UCAGCGUGAACUUCUGUGAGt
INPPL1 NM_001567 CAAUCACUGUGGAAUAUCALt | UGAUAUUCCACAGUGAUUGCca
INPPL1 NM_001567 GAAGAGCUUUGAGAAUGAUtt | AUCAUUCUCAAAGCUCUUCH 164

ITPA NM_033453 CGUACGCAGAGAUGCCUAAtt | UUAGGCAUCUCUGCGUACGtc 152
ITPA NM_033453 GCUUUCAGCCUGAUGGAUAtt | UAUCCAUCAGGCUGAAAGCag
ITPA NM_033453 GCCGGAUGAGAUUUCCAUALt | UAUGGAAAUCUCAUCCGGCtc 120
KIAA0274 NM_014845 GCACGUGACUUUAUGCCUAtt | UAGGCAUAAAGUCACGUGCtg 81
KIAA0274 NM_014845 GGUUCUUAGAAGGCUAUUAL | UAAUAGCCUUCUAAGAACCHg 186
KIAA0274 NM_014845 GGACGACCAGUGUAUGUCALtt | UGACAUACACUGGUCGUCCat 244
KIAA1274 NM_014431 UGAUUCUCUUCAACGCGUAtt | UACGCGUUGAAGAGAAUCAgg
KIAA1274 NM_014431 GAAGUUAGAAGGUAUCCGALt | UCGGAUACCUUCUAACUUCIH
KIAA1274 NM_014431 GAGCGAUACUUCUACCUGAtt | UCAGGUAGAAGUAUCGCUCca 160
LHPP NM_022126 GGAAAAACCUGUGCUCAUAtt | UAUGAGCACAGGUUUUUCCag 156
LHPP NM_022126 CCAGCGGUGUGGAAUGAGALtt | UCUCAUUCCACACCGCUGGgcC 222
LHPP NM_022126 CCUUCUCCUGAGUUUUUCALt | UGAAAAACUCAGGAGAAGGct
LOC283871 NM_001042371 GAAAGUGACUGCGUGUCUAtt | UAGACACGCAGUCACUUUCC
LOC283871 NM_001042371 CUGCGUGUCUAAGAAGAAAt | UUUCUUCUUAGACACGCAGtc




LOC283871 NM_001042371 GUGACUGCGUGUCUAAGAALt | UUCUUAGACACGCAGUCACH 171
LOC389217 XM_371701 GGACCGUCCAUAUACUUGALt | UCAAGUAUAUGGACGGUCCtg 141
LOC389217 XM_371701 AAUCCAUUCUUUAGAUCUULt | AAGAUCUAAAGAAUGGAUUtg 142
LOC389217 XM_371701 GGUUGUGACAAGCAAGAAAL | UUUCUUGCUUGUCACAACCca 112
LOC441511 XM_937130 GGAAAACUAUAGGCUGGAAL | UUCCAGCCUAUAGUUUUCCaa 163
LOC441511 XM_937130 GAACUUCUAUGGGCAUCGALtt | UCGAUGCCCAUAGAAGUUCta 164
LOC441511 XM_937130 CUGUUUCAUUAACUAUGUAtt | UACAUAGUUAAUGAAACAGat 133
LOC441868 XM_497647 UCACUACAAGAACAUCCUUtt | AAGGAUGUUCUUGUAGUGAL 101
LOC441868 XM_497647 CAGCUGAAGUGCACCACCALtt | UGGUGGUGCACUUCAGCUGCcg 190
LOC441868 XM_497647 CAAGCCCAAGAAUCACUACH | GUAGUGAUUCUUGGGCUUGH 132

LOC63928 NM_022097 CAAACUUCACUAUGCAUUULt | AAAUGCAUAGUGAAGUUUGH 139

LOC63928 NM_022097 GGCUCAUUUUCGCCCUGUALt | UACAGGGCGAAAAUGAGCCaa 147

LOC63928 NM_022097 GGAGUUCACCAAGUCCUUAtt | UAAGGACUUGGUGAACUCCac 188

LPPR2 NM_022737 CUGCGUUGUGCAUAACUUULt | AAAGUUAUGCACAACGCAGgt 125

LPPR2 NM_022737 CCAGGGAUUCUUCUGCUAULt | AUAGCAGAAGAAUcccuGGgt [IIEGEGEGEEGE
LPPR2 NM_022737 GGAUUCUUCUGCUAUGACALt | UGUCAUAGCAGAAGAAUCCCt 111

LPPR4 NM_014839 GGCUAACACGGAUAACUCAtLt | UGAGUUAUCCGUGUUAGCCcg 174

LPPR4 NM_014839 GACCUGCAAUUACGAUUAUtt | AUAAUCGUAAUUGCAGGUCca

LPPR4 NM_014839 GAAGCAACAUUGAUAGCAAt | UUGCUAUCAAUGUUGCUUCHc 140

LRGUK NM_144648 CACCAGUGGUCUACACUAUtt | AUAGUGUAGACCACUGGUGag

LRGUK NM_144648 GAAUAUUGGUUCUUCGUAALt | UUACGAAGAACCAAUAUUCag 219

LRGUK NM_144648 GGAUCUUUCAGCGAAUAAAL | UUUAUUCGCUGAAAGAUCCaa 243

MFN1 NM_033540 GAAAUUUGAUCUCAGUUAUtt |  AUAACUGAGAUCAAAUUUCIH 143

MFN1 NM_033540 CGCAAACUCUGAAUCAACALt | UGUUGAUUCAGAGUUUGCGac [N
MFN1 NM_033540 GGCGAUUACUGCAAUCUUULt |  AAAGAUUGCAGUAAUCGCCit 106

MFN2 NM_014874 CAGCUGGAUUGACAAGUUUtt | AAACUUGUCAAUCCAGCUGHc 107

MFN2 NM_014874 GUAUUGAUGUCACCACAGALt | UCUGUGGUGACAUCAAUACca 129

MFN2 NM_014874 GACUAUAAGCUGCGAAUUAL | uaauucGgcAaceuuauacuct [
MINPP1 NM_004897 CAUAGAUGAUGCAAAGGUAL | UACCUUUGCAUCAUCUAUGtC 126

MINPP1 NM_004897 GUUCCGAAGUGGUCUCAUULt |  AAUGAGACCACUUCGGAACHt 188

MINPP1 NM_004897 GGAUAUGGGUAUACUAUUALt | UAAUAGUAUACCCAUAUCCHc 96

MTM1 NM_000252 CAUUGAAGGGUUCGAAAUAtt | UAUUUCGAACCCUUCAAUGCt 156

MTMH1 NM_000252 GGUACUUUCUUAUUCAACULt | AGUUGAAUAAGAAAGUACCaa (IO
MTM1 NM_000252 CUGUGAAUCUGCUCGAGAAtt | UUCUCGAGCAGAUUCACAGt 204

MTMR1 NM_003828 GUUACUACAGGACCAUUAAt | UUAAUGGUCCUGUAGUAACHg 172

MTMR1 NM_003828 GCUUAUAGCUGCUACAAUULt | AAUUGUAGCAGcUAUAAGCy [ 2



MTMR1 NM_003828 GGAUCACCUUUAUAGCUGUtt | ACAGCUAUAAAGGUGAUCCaa
MTMR10 NM_017762 CGAUAAGAUCAAUUCGGAAtt | UUCCGAAUUGAUCUUAUCGtc 219
MTMR10 NM_017762 GAAUUGUCAGAUUUCGCUUtt | AAGCGAAAUCUGACAAUUCHg

MTMR10 NM_017762 GGAUCCCUAUUUUAGGACALt | UGUCCUAAAAUAGGGAUCCag 187
MTMR11 NM_181873 GGGACUGGGAUUUACGUUAtt | UAACGUAAAUCCCAGUCCCag 143
MTMR11 NM_181873 CUUCAGGAGUUAUUACGGALt | uccGuAAuAacuccuGAaAGat [
MTMR11 NM_181873 GCAAUGCACAGAUACUACAtt | UGUAGUAUCUGUGCAUUGCta 126
MTMR12 NM_001040446 CCUAAACUGCUUAAACGAUtt | AUCGUUUAAGCAGUUUAGGag 163
MTMR12 NM_001040446 CAGCUAUUUCUGAUAGAUAtt | UAUCUAUCAGAAAUAGCUGH 214
MTMR12 NM_001040446 CCCAAGAACCAUACCGUAAtt | UUACGGUAUGGUUCUUGGGat 141
MTMR14 NM_001077525 GUUUCAGCGUGAUUCCAAALt | UUUGGAAUCACGCUGAAACag 115
MTMR14 NM_001077525 GGAAUAUAAAGAUCGGGAUtt | AUCCCGAUCUUUAUAUUCCH

MTMR14 NM_001077525 GCUGGUACACUGUAUCUCALt | UGAGAUACAGUGUACCAGCag

MTMR2 NM_016156 GGACAUCGAUUUCAACUAAtt | UUAGUUGAAAUCGAUGUCCaa

MTMR2 NM_016156 CUCUGACUGUCACGAAUUAtt | UAAUUCGUGACAGUCAGAGt

MTMR2 NM_016156 GAGAGAAUCAUUACGAAAALt | UUUUCGUAAUGAUUCUCUCat 188
MTMR3 NM_153050 GCUGGACCCUUAUUACCGALtt | UCGGUAAUAAGGGUCCAGCaa 159
MTMR3 NM_153050 GGAACAUUCCUGUGCAACAt | UGUUGCACAGGAAUGUUCCaa 200
MTMR3 NM_153050 GGAUGGGUUUUGAUAUGAALt | UUCAUAUCAAAACCCAUCCtc 133
MTMR4 NM_004687 CGUACAUCCAGUGACCCUAtt | UAGGGUCACUGGAUGUACGag 121
MTMR4 NM_004687 GGAUUUUGGGCACAAGUUUtt |  AAACUUGUGCCCAAAAUCCag 151
MTMR4 NM_004687 GCAACACCUCUGAUCCUGALtt | UCAGGAUCAGAGGUGUUGCtc 109
MTMR6 NM_004685 GACCAAAAGAAGUACUUAAL | UUAAGUACUUCUUUUGGUCH 99
MTMR6 NM_004685 GACAACUAUUCCAAUAUUAL | UAAUAUUGGAAUAGUUGUCH 222
MTMR6 NM_004685 GGAUAUUACACCACCAUAUtt | AUAUGGUGGUGUAAUAUCCag 101
MTMR? NM_004686 GGCAGUUAAUGGAACAAUULt | AAUUGUUCCAUUAACUGCCaa 129
MTMR? NM_004686 GUCAGUUACAGAUUACCUAtt | UAGGUAAUCUGUAACUGACHg 158
MTMR? NM_004686 GCACUAAGGUGAAGAGUAAL | UUACUCUUCACCUUAGUGCaa

MTMR8 NM_017677 GGCAAUUAAUGGAACAGUUtt | AACUGUUCCAUUAAUUGCCag 112
MTMR8 NM_017677 CCAUAACUGUUGUGAGAUULt | AAUCUCACAACAGUUAUGGHg 150
MTMR8 NM_017677 CCCAGUUCCUAGACUGUAUtt | AUACAGUCUAGGAACUGGGtg 155
MTMR9 NM_015458 GGCUAAGCUAUGUCAAUAAL | UUAUUGACAUAGCUUAGCCtc 88
MTMR9 NM_015458 GCGAAUUCAUAAGUCCAUULt | AAUGGACUUAUGAAUUCGCct

MTMR9 NM_015458 GAAUAGAUCCUCUAAGUAUtt | AUACUUAGAGGAUCUAUUCca 201
NAP1L1 NM_004537 CUUUUUACGUGAGCGUAUAt | UAUACGCUCACGUAAAAAGtg 162
NAP1L1 NM_004537 GGAACACGAUGAACCUAUULt | AAUAGGUUCAUCGUGUUCCtg 128




NAP1L1 NM_004537 GCCUCUAUUUGAUAAGCGALt | UCGCUUAUCAAAUAGAGGCtg
NAP1L2 NM_021963 CACUCACUCCUUUGAUUAALt | UUAAUCAAAGGAGUGAGUGHa
NAP1L2 NM_021963 CAAUCCGAACUGUAACUGALt | UCAGUUACAGUUCGGAUUGH
NAP1L2 NM_021963 CAAUUUACGUACUUACAUALt | UAUGUAAGUACGUAAAUUGHY
NAP1L3 NM_004538 GGAACAAAUUUCGUGGAUAtt | UAUCCACGAAAUUUGUUCCca
NAP1L3 NM_004538 GGCAGAUUUUACAUGAUAAt | UUAUCAUGUAAAAUCUGCCca
NAP1L3 NM_004538 GUAGAUACCCUGUUCUUAALt | UUAAGAACAGGGUAUCUACCt
NAP1L4 NM_005969 CAACAGAUGCGGAAUCGGALtt | UCCGAUUCCGCAUCUGUUGGt 139
NAP1L4 NM_005969 GGUGUACUAUUGACUGGAAtt | UUCCAGUCAAUAGUACACCcg 148
NAP1L4 NM_005969 CAUCGAAACUUUACCUAAAit | UUUAGGUAAAGUUUCGAUGta 176
NAP1L5 NM_153757 GAAUAUCGAUGGACUUAAAL | UUUAAGUCCAUCGAUAUUCHg 156
NAP1L5 NM_153757 AAAGUAUAAUGACAUCUAULt |  AUAGAUGUCAUUAUACUUUL 210
NAP1L5 NM_153757 CUGCAGAAGCGAUGCGAUAtt | UAUCGCAUCGCUUCUGCAGCt

NT5C2 NM_012229 GUAUCGUCGAGAAGCCUAUtt | AUAGGCUUCUCGACGAUACt

NT5C2 NM_012229 GCGUCAGGUGGAUACUAAAL | UUUAGUAUCCACCUGACGCag

NT5C2 NM_012229 GCGUUAUGCUGACCUCUAUtt | AUAGAGGUCAGCAUAACGCat

NT5E NM_002526 GUAUCCAUGUGCAUUUUAALt | UUAAAAUGCACAUGGAUACGt

NT5E NM_002526 GAGACAGAGUAGUCAAAUUL | AAUUUGACUACUCUGUCUCca

NT5E NM_002526 CGAGUUUGAUGAAAGAGGALt | UCCUCUUUCAUCAAACUCGat
NUDT10 NM_153183 CAAAAAUUCUUACUCCUAUtt |  AUAGGAGUAAGAAUUUUUGCt
NUDT10 NM_153183 GCAUAUAAGAUAUUGCUUALt | UAAGCAAUAUCUUAUAUGCta
NUDT10 NM_153183 GCCCAAACAUUGAACCUAAt | UUAGGUUCAAUGUUUGGGCaa 154
NUDT11 NM_018159 CAACUCUAGUGUUUUUGUALt | UACAAAAACACUAGAGUUGH 181
NUDT11 NM_018159 UGAUGUCUUUGAGAGCAAALt | UUUGCUCUCAAAGACAUCAta 113
NUDT11 NM_018159 CUUCUUACAUGUCAUCUUALt | UAAGAUGACAUGUAAGAAGig 159
NUDT14 NM_177533 GCGUGACCGUUCUCUUAUUtt |  AAUAAGAGAACGGUCACGCtg 246
NUDT14 NM_177533 GCAUGACAGCGUGACCGUUtt | AACGGUCACGCUGUCAUGCgt [N
NUDT14 NM_177533 UGACCGUUCUCUUAUUCAALt | UUGAAUAAGAGAACGGUCACG 204
NUDT3 NM_006703 GGAAUGGUUUAAAAUAGAALt | UUCUAUUUUAAACCAUUCCct 106
NUDT3 NM_006703 GGAAGAUUCAGUUAACAUULt | AAUGUUAACUGAAUCUUCCca 174
NUDT3 NM_006703 CAGGCAUCAUAUUUUGAAALt | UUUCAAAAUAUGAUGCCUGca 211
NUDT4 NM_199040 CCAAGACCGAAAGCACAGAt | UCUGUGCUUUCGGUCUUGGHt 133
NUDT4 NM_199040 CCAGUGUCAUAAACCUGUAtt | UACAGGUUUAUGACACUGGag 127
NUDT4 NM_199040 CAGUCACUGAAAUAUUAGALt | ucuAAUAuuucAGcuGAcuct  [IIEEIEGEESEE
NUDT5 NM_014142 GUCAUUUCUUUACCCAAGALtt | UCUUGGGUAAAGAAAUGACI 155
NUDT5 NM_014142 GGUCUAUUCCUACGCUCUAtt | UAGAGCGUAGGAAUAGACCct 199




NUDT5 NM_014142 GGAUCCUACUGGUAAAACULt AGUUUUACCAGUAGGAUCCat 104
NUDT6 NM_007083 GAAGAUAUUGGAGACACAGtt CUGUGUCUCCAAUAUCUUCHt 128
NUDT6 NM_007083 GAAAAAUACUGGUUGUACALt UGUACAACCAGUAUUUUUCta 171
NUDT6 NM_007083 AGAUCGAAAUAAAUUGAAALt UUUCAAUUUAUUUCGAUCUtg 134
NUDT8 NM_181843 GCUCCACUCCAGGACUGAALt UUCAGUCCUGGAGUGGAGCtg 96
NUDT8 NM_181843 GCCUGUGUAUGAUCCGCAAtt UUGCGGAUCAUACACAGGCcg 166
NUDT8 NM_181843 CCACUUCCGCUACACACUALt UAGUGUGUAGCGGAAGUGGcc 102
OCRL NM_001587 GAUUACUUCUUGACUAUCAtt UGAUAGUCAAGAAGUAAUCIHt 131
OCRL NM_001587 GAAAGGAUCAGUGUCGAUALt UAUCGACACUGAUCCUUUCtg
OCRL NM_001587 CUCCCGCAGUUGAACAUCALt | UGAUGUUCAACUGCGGGAGgg 155
PAP2D NM_001010861 GAGUAGCAGAAUAUCGAAALt UUUCGAUAUUCUGCUACUCtg 211
PAP2D NM_001010861 GGACUGUUUGCUACAGAUALt UAUCUGUAGCAAACAGUCCaa
PAP2D NM_001010861 GUGUCUAUGCAGCUAUGUAMt UACAUAGCUGCAUAGACACtg
PDP2 NM_020786 GAUUUUCACUUGCAACUCAtt UGAGUUGCAAGUGAAAAUCat
PDP2 NM_020786 UCACUGUGGUGUAUUUUAALt UUAAAAUACACCACAGUGAca
PDP2 NM_020786 CAAGAUUCUUGACCUUGAALtt UUCAAGGUCAAGAAUCUUGHtg 142
PDXP NM_020315 CUCUAUCCCUGAGUACUUALt UAAGUACUCAGGGAUAGAGgg 111
PDXP NM_020315 CAGUUUAGGUUCCUAAGUALt UACUUAGGAACCUAAACUGgt 100
PDXP NM_020315 GCACGCUUAUGGUGGGUGALt UCACCCACCAUAAGCGUGCqt
PFKFB1 NM_002625 CCAUCUACCUUUGCCGACALtt | UGUCGGCAAAGGUAGAUGGag
PFKFB1 NM_002625 GCUCGAGGCAAGACCUAUALt UAUAGGUCUUGCCUCGAGCtg
PFKFB1 NM_002625 GGAUAGGAACACCAACUAALt UUAGUUGGUGUUCCUAUCCag 129
PFKFB2 NM_001018053 GCCUCGCACCAUUUACCUULtt AAGGUAAAUGGUGCGAGGCtg 163
PFKFB2 NM_001018053 CGACUCUGAUCGUUAUGAULt AUCAUAACGAUCAGAGUCGgg 181
PFKFB2 NM_001018053 CCAAGAAACUAACACGCUALtt UAGCGUGUUAGUUUCUUGGac
PFKFB3 NM_004566 CCAUCUACCUGAACGUGGALt UCCACGUUCAGGUAGAUGGat 184
PFKFB3 NM_004566 GAGGAUCAGUUGCUAUGAALt UUCAUAGCAACUGAUCCUCHt 161
PFKFB3 NM_004566 CCAAUAUCAUGGAAGUUAALt UUAACUUCCAUGAUAUUGGag
PFKFB4 NM_004567 UGACCUACGAGGAAAUUCALt UGAAUUUCCUCGUAGGUCALt
PFKFB4 NM_004567 GUAUAUUACCUCAUGAACALt UGUUCAUGAGGUAAUAUACga
PFKFB4 NM_004567 GGAGAGCGACCAUCUUUAALt UUAAAGAUGGUCGCUCUCCqt 175
PHACTR1 NM_030948 GAAAGAUCCUCAUCCGCUULt AAGCGGAUGAGGAUCUUUCIHt 173
PHACTR1 NM_030948 GCUGCAGAAUGAUAGACGALt UCGUCUAUCAUUCUGCAGCcc
PHACTR1 NM_030948 CCAUCCGCAGGAGAAGUAALt UUACUUCUCCUGCGGAUGGgt 178
PHACTR2 NM_014721 GGCCUAUCUUGUACACCGALt UCGGUGUACAAGAUAGGCCcg 193
PHACTR2 NM_014721 GAAGGAUCCUGCGAUUUAALt UUAAAUCGCAGGAUCCUUCga 119




PHACTR2 NM_014721 GGAGGGAUACUCUUGCUAULt | AUAGCAAGAGUAUcccuccag (GG
PHACTR3 NM_183246 CAUAAAUUCUGAACUCAAAL | UUUGAGUUCAGAAUUUAUGat 88
PHACTR3 NM_183246 GGAAUGAUCAGACAGAGCALt | UGCUCUGUCUGAUCAUUCCH 112
PHACTR3 NM_183246 GGCAGCAAUUCGUAAAGAAtt | UUCUUUACGAAUUGCUGCCtt 167
PHACTR4 NM_001048183 CAGAAGUUUUAGAACGGAAL | UUCCGUUCUAAAACUUCUGaa 166
PHACTR4 NM_001048183 GGUCUCUUCCCAUCACUAUt | AUAGUGAUGGGAAGAGACCtg 114
PHACTR4 NM_001048183 CGCAAUAUAUUGCAACCUAt | UAGGUUGCAAUAUAUUGCGt 129
PIB5PA NM_001002837 CUUCCGCAUUGAGAGCUAUtt | AUAGCUCUCAAUGCGGAAGt 96
PIB5PA NM_001002837 GGUACCAACAAAUACGAUALt | UAUCGUAUUUGUUGGUACCca 183
PIB5PA NM_001002837 AGUUUGAUGUGGGUACCAALt | UUGGUACCCACAUCAAACUtg 87
PNKP NM_007254 GGAGGAUCUUGUACCCAGALtt | UCUGGGUACAAGAUCCUCCag 144
PNKP NM_007254 GGAAGUCCACCUUUCUCAAL | UUGAGAAAGGUGGACUUCCcg 137
PNKP NM_007254 CGAAGAAGCGUAUGCGGAAt | UUCCGCAUACGCUUCUUCGgC 189
PPA1 NM_021129 GUUUAGAAGGUAUAAGGUUtt | AACCUUAUACCUUCUAAACca 97
PPA1 NM_021129 GGAAUCAGUUGCAUGAAUAL | UAUUCAUGCAACUGAUUCCH 142
PPA1 NM_021129 CCUGCACAGUACCAACAGAtt | UCUGUUGGUACUGUGCAGGca 111
PPA2 NM_176867 GCAGAUAUCUGAUAGCCCUtt | AGGGCUAUCAGAUAUCUGCac 152
PPA2 NM_176867 GAUCAUUAGUUGAAUCGGUtt | ACCGAUUCAACUAAUGAUCH 183

PPA2 NM_176867 GCAAGAUCAUUAGUUGAAUL | AuucAaAcuAAuGgaucuucct [N
PPAP2A NM_176895 CCAGAUUGGUCAAAAAUCALt | UGAUUUUUGACCAAUCUGGat 124
PPAP2A NM_176895 GAUCCAGAUUGGUCAAAAAL | UUUUUGACCAAUCUGGAUCac 138
PPAP2A NM_176895 CUGCAGCGAUGGUUACAUUtt | AAUGUAACCAUCGCUGCAG 235
PPAP2B NM_177414 ACUGAAAACUGGUGAGACALtt | UGUCUCACCAGUUUUCAGUgg 114
PPAP2B NM_177414 GGCUACAUUCAGAACUACALt | UGUAGUUCUGAAUGUAGCCtt 177
PPAP2B NM_177414 CACCGAGGGUUUUACUGCALt | UGCAGUAAAACCCUCGGUGGt 107
PPAP2C NM_177526 ACACCCGCGUGUCUGAUUAtt | UAAUCAGACACGCGGGUGUag 167
PPAP2C NM_177526 GCUCGGACUUCAACAACUALt | UAGUUGUUGAAGUCCGAGCga 149
PPAP2C NM_177526 CCGCGUGUCUGAUUACAAALt | UUUGUAAUCAGACACGCGGgt 142
PPAPDC1A NM_001030059 GGUGCAAUCAGAUAACAUAt | UAUGUUAUCUGAUUGCACCaa 173
PPAPDC1A NM_001030059 CCUUUGGUGCAAUCAGAUAtt | UAUCUGAUUGCACCAAAGGat 163
PPAPDC1A NM_001030059 GCACAAACACUAUUAAAUUL | AAUUUAAUAGUGUUUGUGCag 214
PPAPDC1B NM_032483 AGCUUAUUAUACUUACUUAtt | UAAGUAAGUAUAAUAAGCULt 193

PPAPDC1B NM_032483 CCAAGCCGAUGUUUGUUAUtt | AUAAcAAAcAucGGeuuaaty (G
PPAPDC1B NM_032483 CAGUGGACAUUCUUCCUUULt | AAAGGAAGAAUGUCCACUGgg 109
PPAPDC2 NM_203453 GCCCUGAUGUCGAGGUUCAtt | UGAACCUCGACAUCAGGGCgg 200
PPAPDC2 NM_203453 AGACAUAGGUUUUUCUAGUtt | ACUAGAAAAACCUAUGUCUtg 196




PPAPDC2 NM_203453 GAAAGAAACAUGAUGUUCALt | UGAACAUCAUGUUUCUUUCHC 175
PPAPDC3 NM_032728 GCUUCUUGCUAAACCUUCULt | AGAAGGUUUAGCAAGAAGCtt 100
PPAPDC3 NM_032728 UGACAAGCCCUAUAGAAAAt | UUUUCUAUAGGGCUUGUCAga
PPAPDC3 NM_032728 GGAUGUGCAUUUCAUGUGALt | UCACAUGAAAUGCACAUCCaa 122
PPEF1 NM_152226 CCUCAGUUCGAAUCUGGUAtt | UACCAGAUUCGAACUGAGGga 125
PPEF1 NM_152226 CGUGUAGAGAGGAACAAGALt | UCUUGUUCCUCUCUACACGgt 223
PPEF1 NM_152226 GUACAAUCGUUGACAAUGAtt | UCAUUGUCAACGAUUGUACCG 106
PPEF2 NM_006239 CGCAAGGUAUUAACAAUCUtt | AGAUUGUUAAUACCUUGCGgt 105
PPEF2 NM_006239 GAAUAUCGACAUUACAGAUtt | AUCUGUAAUGUCGAUAUUCat 181
PPEF2 NM_006239 CUGGAAACAUUGUAUCGAALt | UUCGAUAcCAAUGUUUCCAGea [
PPM1A NM_177951 GACUUGAAGUCACUGAUGAtt | UCAUCAGUGACUUCAAGUCtg 170
PPM1A NM_177951 GGAUGUUAUGGGAAAUGAAt | UUCAUUUCCCAUAACAUCCca 109
PPM1A NM_177951 CCAAUAACCAGGAUUUUAAL | UUAAAAUCCUGGUUAUUGGHg 119
PPM1B NM_177969 ACAUGAGUAUUGUACUAGUtt | ACUAGUACAAUACUCAUGUta 210
PPM1B NM_177969 AGAUAACAUGAGUAUUGUAtt | UACAAUACUCAUGUUAUCUCg 118
PPM1B NM_001033556 GAGAUAACAUGAGUAUUGUtt | ACAAUACUCAUGUUAUCUCga 196
PPM1D NM_003620 GGGUCUUCCUAGCACAUCAtt | UGAUGUGCUAGGAAGACCCqt 166
PPM1D NM_003620 GGAAAGAGAACGAAUCGAAL | UUCGAUUCGUUCUCUUUCCH 197
PPM1D NM_003620 GGACAUUAGAAGAGUCCAALt | UUGGACUCUUCUAAUGUCCH 218
PPM1E NM_014906 GAAUCAUGGAGAGUGCAAAL | UUUGCACUCUCCAUGAUUCHC 94
PPM1E NM_014906 GAGUAGAUGCUGCUAUUUAtt | UAAAUAGCAGCAUCUACUCCC 188
PPM1E NM_014906 GAGGCAAAAUAGUUGGAAAL | UUUCCAACUAUUUUGCCUCca 205
PPM1F NM_014634 GACCUUUCCGAAUUCAGGALt | UCCUGAAUUCGGAAAGGUCtg 135
PPM1F NM_014634 GGAUGAGAAGGCGCGCAUULt | AAuGcGcaecuucucauccty [
PPM1F NM_014634 UGUGAACCGCGCCUACUUUtt | AAAGUAGGCGCGGUUCACAgg 90
PPM1G NM_002707 CCAUGACUAUUGAAGAGCUtt | AGCUCUUCAAUAGUCAUGGta 80
PPM1G NM_002707 AGGCUACCAUGACUAUUGAtt | UCAAUAGUCAUGGUAGCCUct 122
PPM1G NM_002707 CUCUGACAGUGGUACAACALt | UGUUGUACCACUGUCAGAGce 157
PPM1H XM_350880 CAGGGACUUUAAUAUGACALt | UGUCAUAUUAAAGUCCCUGta 133
PPM1H XM_350880 GAGACGACAUUUCUGUAUALt | UAUAcAGAAAUGUcGucucet [
PPM1H XM_350880 GCGGAUAUCUAAUGACCGAtt | UCGGUCAUUAGAUAUCCGCca 104
PPM1J NM_005167 CCAAUGUCCCGGGAGUUUAtt | UAAACUCCCGGGACAUUGGaa 167
PPM1J NM_005167 UGCUAGUCCUGGGAACAGALtt | UCUGUUCCCAGGACUAGCAca 139
PPM1J NM_005167 GGAUGUCACUACUGACUGUtt | ACAGUCAGUAGUGACAUCCca
PPM1K NM_152542 CAUUGACCAUACUCCAGAAtt | UUCUGGAGUAUGGUCAAUGGt
PPM1K NM_152542 GAAUUAACUUCAUGGUGAAtt | UUCACCAUGAAGUUAAUUCca 163



PPM1K NM_152542 GCCCUAUUGCGAGAUGGUALt |  UACCAUCUCGCAAUAGGGCta 126
PPMA1L NM_139245 ACCGAGAAAUGCUAGAAAALt | UUUUCUAGCAUUUCUCGGUca 161
PPMA1L NM_139245 GGACUACGAGAAAGACAAALt | UUUGUCUUUCUCGUAGUCCtg 80
PPM1L NM_139245 GAGCAUAGUUUUACAGUCALtt | UGACUGUAAAACUAUGCUCH 194
PPM1M NM_144641 GGGAUGUACUGUCCAACGALtt | UCGUUGGACAGUACAUCCCag 167
PPM1M NM_144641 AGAAGGUUUUGUUCAGGGALt | ucccugAAcAAAAaccuucugt  [EGED
PPM1M NM_144641 GGUGCGGAGAGAUGAGAUALt | UAUCUCAUCUCUCCGCACCaa 197
PPM2C NM_018444 CAACGAGUUUGGGACUGUUtt |  AACAGUCCCAAACUCGUUGH 81
PPM2C NM_018444 CAGUCACGCUGUCUAAUGALt | UCAUUAGACAGCGUGACUGC 209
PPM2C NM_018444 CGCAAGUUGGUGAUCCUAALt | UUAGGAUCACCAACUUGCGce 118
PPP1CA NM_001008709 CAUCUAUGGUUUCUACGAULt | AUCGUAGAAACCAUAGAUGCG 113
PPP1CA NM_001008709 CGAGAGCAACUACCUCUUULt | AAAGAGGUAGUUGCUCUCGgg 172
PPP1CA NM_001008709 CGACCUUCUGCGACUAUUULt | AAAUAGUCGCAGAAGGUCGta 80
PPP1CB NM_002709 GAUCUUCUGUUGUCAUGGALt | UCCAUGACAACAGAAGAUCH 171
PPP1CB NM_002709 GCUAUGGUCUGAUCCAGAUtt | AUCUGGAUCAGACCAUAGCaa 142
PPP1CB NM_002709 GAGCUGAUGUAGUCAGUAALt | UUACUGACUACAUCAGCUCca 168
PPP1CC NM_002710 CACCAGAUCUUCAAUCUAUtt | AUAGAUUGAAGAUCUGGUGat 131
PPP1CC NM_002710 CACAGACUGUUUUAACUGUtt | ACAGUUAAAACAGUCUGUGaa 240

PPP1CC NM_002710 CAGCUUCAGGAGAAUGAAAL | UUUCAUUCUCCUGAAGCUGga

PPP1R11 NM_021959 AGGUAGAAUGGACAAGUGAtt | UCACUUGUCCAUUCUACCUtt 116
PPP1R11 NM_021959 GAGCCUUACCAUCAAACUULt | AAGUUUGAUGGUAAGGCUCcg 243
PPP1R11 NM_021959 CUGCUGUAUUUAUGAGAAAL | UUUCUCAUAAAUACAGCAGca 151

PPP1R12A NM_002480 CAUCAGCUGGUGAUCGAUAtt | UAUCGAUCACCAGCUGAUGta 128

PPP1R12A NM_002480 CACCUACAUCACCUAUUAAt | UUAAUAGGUGAUGUAGGUGH

PPP1R12A NM_002480 GCAGUACCUCAAAUCGUUUtt | AAACGAUUUGAGGUACUGCI

PPP1R12B NM_032104 GACCAGCCGUGUAGAAGAAtt | UUCUUCUACACGGCUGGUCag

PPP1R12B NM_032104 GCAUCAAUUUCUGGACAAAL | UUUGUCCAGAAAUUGAUGCct 198

PPP1R12B NM_032104 GGGAGGUAGUAAUCCUACALt | UGUAGGAUUACUACCUCCCga 115

PPP1R12C NM_017607 GAGCAGUCGCGAGAAGAUUtt | AAUCUUCUCGCGACUGCUCag

PPP1R12C NM_017607 ACAUUGAGGUGAUGAGGUUtt | AACCUCAUCACCUCAAUGUag

PPP1R12C NM_017607 GGAGGACCUUCGGAACCAAL | UUGGUUCCGAAGGUCCUCCHg

PPP1R14A NM_033256 GUGGGAAACCUGUCGAGGAtt | UCCUCGACAGGUUUCCCACat 122

PPP1R14A NM_033256 GCCCGAUGAGAUCAACAUULt | AAUGUUGAUCUCAUCGGGCat 08

PPP1R14A NM_033256 CCAGCUUGCUUGUGUAUAALt | UUAUACACAAGCAAGCUGGgC 156

PPP1R14B NM_138689 CUUUAAUAAAGCUAGGAUAL | UAUCCUAGCUUUAUUAAAGgY 104

PPP1R14B NM_138689 AGGACCACGCGUCUACUUULt | AAAGUAGACGCGUGGUCCUgg 153




PPP1R14B NM_138689 UGAUGGGACUUUUUGUGUUtt |  AACACAAAAAGUCCCAUCAgt 110
PPP1R14C NM_030949 GGAUAAGAGGCAUGAGGAAtt | UUCCUCAUGCCUCUUAUCCga
PPP1R14C NM_030949 AGAGAGAGCUUCAAAAUUAL | UAAUUUUGAAGCUCUCUCUtc 149
PPP1R14C NM_030949 CAGGGAAAAGUGACAGUGALt | UCACUGUCACUUUUCCCUGEt 193
PPP1R14D NM_017726 GGACAUUUGCAUACUCCUALt | UAGGAGUAUGCAAAUGUCCct [z
PPP1R14D NM_017726 CCCGGACUCCUCCAAGAUAt | UAUCUUGGAGGAGUCCGGGtg 143
PPP1R14D NM_017726 GGAGGGACAUUUGCAUACUtt | AGUAUGCAAAUGUCCCUCCH 84
PPP1R16A NM_032902 GCAUUGAUGAUUUCCGAGAtt | UCUCGGAAAUCAUCAAUGCag 166
PPP1R16A NM_032902 GGCUGAAGCAUGCCCAGAALt | uucuaaGgcauccuucacecge GGG
PPP1R16A NM_032902 GCAUCUAUACUCCAAGCGAtt | UCGCUUGGAGUAUAGAUGCcg 152
PPP1R16B NM_015568 GGACCAACCUGUAUAGGAAtt | UUCCUAUACAGGUUGGUCCtg 185
PPP1R16B NM_015568 GCCCUGAUUUGUGCAAUGALt | UCAUUGCACAAAUCAGGGCtg 109
PPP1R16B NM_015568 GGACAGACCAAGAGAAUAALt | UUAUUCUCUUGGUCUGUCCtg 187
PPP1R1A NM_006741 AGAUGAUGGUUGAACAUCAtt | UGAUGUUCAACCAUCAUCUgg 137
PPP1R1A NM_006741 CCACAUCUCAAGUCCACUULt | AAGUGGACUUGAGAUGUGGgt [IIEGEEEE
PPP1R1A NM_006741 CGGCAACGGAAGAAGAUGAtt | UCAUCUUCUUCCGUUGCCGig 135
PPP1R1B NM_181505 GCUGAAGUCCUGAAGGUCAtt | UGACCUUCAGGACUUCAGCct 84
PPP1R1B NM_181505 UCAGCAAUUUGAAUGAGAAtt | UUCUCAUUCAAAUUGCUGAta 189
PPP1R1B NM_181505 GGAGCUGGGUUAUCCAAGALt | UCUUGGAUAACCCAGCUCCcg 199
PPP1R1C XM_933439 GCCGUGCCUGUAUUCCAGALtt | UCUGGAAUACAGGCACGGCaa 154
PPP1R1C XM_933439 GGUUUGCAUUCUAACAACALt | UGUUGUUAGAAUGCAAACCH 150
PPP1R1C XM_933439 AGAGUCAGAUUGCACCUGAtt | UCAGGUGCAAUCUGACUCUgg 102
PPP1R2 NM_006241 CCAAGCACUCCUUACCAUAt | UAUGGUAAGGAGUGCUUGGH 131
PPP1R2 NM_006241 GGAAAUUAGCUGCAGCUGALt | UCAGCUGCAGCUAAUUUCCy |[IEZe
PPP1R2 NM_006241 CGAAGUUCAUAGACGAGAUtt | AUCUCGUCUAUGAACUUCGta 211
PPP1R3A NM_002711 CAAGGGUAUUAUUCGAGUUtt |  AACUCGAAUAAUACCCUUGat 220
PPP1R3A NM_002711 GGAUGAUAAUGCUAAUCCAtt | UGGAUUAGCAUUAUCAUCCag 152
PPP1R3A NM_002711 GGCUUGACAUUCUACGUUUtt | AAACGUAGAAUGUCAAGCCaa 164
PPP1R3B NM_024607 GCAUUUGAGAAGACCGUGALtt | UCACGGUCUUCUCAAAUGCga 125
PPP1R3B NM_024607 GGAAUUCGAUGACCCGCUAtt | UAGCGGGUCAUCGAAUUCCga
PPP1R3B NM_024607 GCACUGCGAAGGUUCAGAALtt | UUCUGAACCUUCGCAGUGCct
PPP1R3C NM_005398 CCACGUCCUUUGACAAGUUt | AACUUGUCAAAGGACGUGGat
PPP1R3C NM_005398 GAAAUCAUGUCUCAAUAUAtt | UAUAUUGAGACAUGAUUUCag
PPP1R3C NM_005398 CACUUUCGAUUCUUGGAAAL | UUUCCAAGAAUCGAAAGUGat
PPP1R3D NM_006242 GGACAACAACGACCACCGAtt | UCGGUGGUCGUUGUUGUCCca
PPP1R3D NM_006242 GUACAUGUUUGAUCAUUAUtt |  AUAAUGAUCAAACAUGUACag 132




PPP1R3D NM_006242 GAAUAUUCUCGAUUUAAUAt | UAUUAAAUCGAGAAUAUUCCt 194
PPP1R3F NM_033215 GCUCAUCAAGGACACCGAAtt | UUCGGUGUCCUUGAUGAGCtc 206

PPP1R3F NM_033215 CCAGCUCUUUGCACAUGAAtt | UUCAUGUGCAAAGAGCUGGtg _
PPP1R3F NM_ 033215 AGAUAGAGGUCACCAGUGAt | UCACUGGUGACCUCUAUCUgg

PPP1R7 NM_002712 GGAUUUGAGGUACUGAAGAtt | UCUUCAGUACCUCAAAUCCH 96

PPP1R7 NM_002712 GAUUGAAGGAUUUGAGGUAtt | UACCUCAAAUCCUUCAAUCH 139

PPP1R7 NM_002712 GCAACUUACAUCAACUACAt | UGUAGUUGAUGUAAGUUGCH 110

PPP1R8 NM_002713 GAGACAAACUAAUUGAGAAtt | UUCUCAAUUAGUUUGUCUCCt 165

PPP1R8 NM_002713 GAGAAGAAGUAUUACUUAULt | AUAAGUAAUACUUCUUCUCat 152

PPP1R8 NM_002713 CAAGCGGAUUUCUACCCUUtt | AAGGGUAGAAAUCCGCUUGH 126

PPP2CA NM_002715 CCAAACUAUUGUUAUCGUUtt | AACGAUAACAAUAGUUUGGag 195

PPP2CA NM_002715 GCUUGUAGCUCUUAAGGUUtt | AACCUUAAGAGCUACAAGCag 128

PPP2CA NM_002715 GAACUUGACGAUACUCUAALt | UUAGAGUAUCGUCAAGUUCca 115

PPP2CB NM_001009552 GGAUAUUAUUCAGUGGAGAtt | UCUCCACUGAAUAAUAUCCtc 196

PPP2CB NM_001009552 CAAUUACUGUUAUCGUUGUtt | ACAACGAUAACAGUAAUUGGg 206

PPP2CB NM_001009552 CAAUAUUGAGAGGAAAUCAt | UGAUUUCCUCUCAAUAUUGHta _
PPP2R1A NM_014225 GAACAGCUGGGAACCUUCALtt | UGAAGGUUCCCAGCUGUUCHg

PPP2R1A NM_014225 CUUCGACAGUACUUCCGGAtt | UCCGGAAGUACUGUCGAAGtt 152

PPP2R1A NM_014225 GGAGUUCUUUGAUGAGAAALt | UUUCUCAUCAAAGAACUCCac 164

PPP2R1B NM_181699 CGAUCGCGGUUUUAAUCGALtt | UCGAUUAAAACCGCGAUCGgg

PPP2R1B NM_181699 CCUAAUUACUUGCAUAGAAt | UUCUAUGCAAGUAAUUAGGat 206

PPP2R1B NM_181699 GACCAAUUCUAGAUACCAAtt | UUGGUAUCUAGAAUUGGUCca 111

PPP2R2A NM_002717 GAGCUAACAGAGGUGAUUAtt | UAAUCACCUCUGUUAGCUCH

PPP2R2A NM_002717 GCAUCGCGGGAAAACAAUAt | UAUUGUUUUCCCGCGAUGCH

PPP2R2A NM_002717 GCCUAGACUUCAAUAAGAAt | UUCUUAUUGAAGUCUAGGCtg

PPP2R2B NM_181674 CAAGCGUGAUGUGACCCUUtt | AAGGGUCACAUCACGCUUGGt

PPP2R2B NM_181674 CAUCGAGACUUACCAGGUUtt | AACCUGGUAAGUCUCGAUGgg 100

PPP2R2B NM_ 181674 GGGACUACUUGACCGUCAAtt | UUGACGGUCAAGUAGUCCCtg 149

PPP2R2C NM_020416 GGAAGAUUACCGAACGAGAtLt | UCUCGUUCGGUAAUCUUCCat 157

PPP2R2C NM_020416 GGGACUACCUUACAGUCAALt | UUGACUGUAAGGUAGUCCCgg 216

PPP2R2C NM_ 020416 GAUACAACCUGAAGGAUGAt | UCAUCCUUCAGGUUGUAUCCt 109

PPP2R2D NM_001003656 AGUGCAACGUGUUCGUCUAtt | UAGACGAACACGUUGCACUgg 220

PPP2R2D NM_001003656 CCAUAUCCGAUGUAAAAUUt | AAUUUUACAUCGGAUAUGGat 127

PPP2R2D NM_001003656 CGUCUACAGCAGUAGCAAAt | UUUGCUACUGCUGUAGACGaa 122

PPP2R3A NM_181897 GAAAGUUGCUGAAUAACCAtt | UGGUUAUUCAGCAACUUUCte _
PPP2R3A NM_181897 GAAGGAUGUUGAGAACGAULt | AUCGUUCUCAACAUCCUUCHg




PPP2R3A NM_181897 CGAUCUGUCUCGAUACAAUtt | AUUGUAUCGAGACAGAUCGgC 81

PPP2R3B NM_013239 CCUCGACCACGAGCAGAAAtt | UUUCUGCUCGUGGUCGAGGta

PPP2R3B NM_013239 GGUCAAGCCGAGGACUGAALt | UUCAGUCCUCGGCUUGACCag

PPP2R3B NM_013239 CGUUUGUACGGAAUGAUAALt | UUAUCAUUCCGUACAAACGCca 206

PPP2R3C NM_017917 CGAUGAUCAAUUACGAAAAtt | UUUUCGUAAUUGAUCAUCGCt 127

PPP2R3C NM_017917 CCACCAUUCUAAUCGAUUUtt | AAAUCGAUUAGAAUGGUGGH 206

PPP2R3C NM_017917 GGUUUUUGCUGGACAAACAtt | UGUUUGUCCAGCAAAAACCat 101

PPP2R4 NM_178001 GGAUUCAUCCUUACCCUCALt | UGAGGGUAAGGAUGAAUCCga | e
PPP2R4 NM_178001 AGAACUUCAUCAUUCCAAAt | UUUGGAAUGAUGAAGUUCUga 227

PPP2R4 NM_178001 GAGUGUAUCCUGUUUAUUALtt | UAAUAAACAGGAUACACUCca 136

PPP2R5A NM_006243 CGAUGACCUUACUAGCUCAtt | UGAGCUAGUAAGGUCAUCGaa 195

PPP2R5A NM_006243 GUACUUCUGGAAUAACGAAtt | UUCGUUAUUCCAGAAGUACaa _
PPP2R5A NM_006243 GCCUAGCAUUGCAAAACGAtt | UCGUUUUGCAAUGCUAGGCtg

PPP2R5B NM_006244 CAAACCAUCGUAUCACUGAtt | UCAGUGAUACGAUGGUUUGGt 187

PPP2R5B NM_006244 GAACAAUGAGUAUAUCCUAtt | UAGGAUAUACUCAUUGUUCca 175

PPP2R5B NM_006244 CGCAAACAGUGCAACCACAt | UGUGGUUGCACUGUUUGCGga 85

PPP2R5C NM_178588 GGCUUGAGAGCUUACAUCAtt | UGAUGUAAGCUCUCAAGCCta [z
PPP2R5C NM_178588 GUAAUGUUCUUAAACGAAUtt | AUUCGUUUAAGAACAUUACH 137

PPP2R5C NM_178588 GGAUUUGCCUUACCACUAAt | UUAGUGGUAAGGCAAAUCCat 85

PPP2R5D NM_006245 UCCAUGGACUGAUCUAUAALt | UUAUAGAUCAGUCCAUGGALt 212

PPP2R5D NM_006245 GCCGUGAUGUUGUCACUGALtt | UCAGUGACAACAUCACGGCta 224

PPP2R5D NM_006245 UCAUGAGCCUGAUAAGUGALtt | UCACUUAUCAGGCUCAUGAtg 170

PPP2R5E NM_006246 CACGCUAUCUGAUCUUAAAtt | UUUAAGAUCAGAUAGCGUGHc 197

PPP2R5E NM_006246 GGAGCUAUUUGACAGCGAALt | UUCGCUGUCAAAUAGCUcCag (GGG
PPP2R5E NM_006246 CAGUUUAGGUCUCAAGGCALtt | UGCCUUGAGACCUAAACUGHg 135

PPP3CA NM_000944 CAUUGAGAAUAAUAACAGAtt | UCUGUUAUUAUUCUCAAUGca 154

PPP3CA NM_000944 CAUCAAUUCUUCGACAGGAtt | UCCUGUCGAAGAAUUGAUGca

PPP3CA NM_000944 CACUUUAGAUGAUAUCAGALtt | UCUGAUAUCAUCUAAAGUGH 155

PPP3CB NM_021132 GGGUUUGGAUAGGAUCAAUtt | AUUGAUCCUAUCCAAACCCtt 132

PPP3CB NM_021132 GAGAUUAGAUAGAUUCAAAtt | UUUGAAUCUAUCUAAUCUCCt 107

PPP3CB NM_021132 GGUGAAAGAAGGUCGAGUALt | UACUCGACCUUCUUUCACCaa 162

PPP3CC NM_005605 GGACAAUUCUUUGACCUAAt | UUAGGUCAAAGAAUUGUCCat

PPP3CC NM_005605 GCACUACAGUUCGUAAGGALt | UCCUUACGAACUGUAGUGCHt

PPP3CC NM_005605 CUAGAUGUCUAUAACAAUAtt | UAUUGUUAUAGACAUCUAGGt 136

PPP3R1 NM_000945 GUACAGCGAGUAAUAGAUAtt | UAUCUAUUACUCGCUGUACta 200

PPP3R1 NM_000945 GGCUAGGAAAGAGAUUUAAt | UUAAAUCUCUUUCCUAGCCtt 170




PPP3R1 NM_000945 CAGCAAAUUGUAGACAAAAL UUUUGUCUACAAUUUGCUGta 106

PPP3R2 NM_147180 GGUUUGCGUUCAGCAUUUALtt UAAAUGCUGAACGCAAACCtc

PPP3R2 NM_147180 CACCGACGGUGAUGGAGAALt UUCUCCAUCACCGUCGGUGtc 130

PPP3R2 NM_147180 GCAUUUACGACAUGGAUAALt UUAUCCAUGUCGUAAAUGCtg 184
PPP4C NM_002720 UCAAGGCCCUGUGCGCUAAtt UUAGCGCACAGGGCCUUGACct 184
PPP4C NM_002720 GGCACUUAAGGUUCGCUAULtt | AUAGCGAACCUUAAGUGCCag

PPP4C NM_002720 GACAAUCGACCGAAAGCAALt UUGCUUUCGGUCGAUUGUCCcg

PPP4R1 NM_001042388 GCCGCAUCUGCUAACCUUALt UAAGGUUAGCAGAUGCGGCat

PPP4R1 NM_001042388 GGAUAGGUGUUCUUAAACALt UGUUUAAGAACACCUAUCCtg

PPP4R1 NM_001042388 GGAGCUCAUUGAACGAUUULt AAAUCGUUCAAUGAGCUCCtg

PPP5C NM_006247 AGAACAACCUGGACUAUAULt AUAUAGUCCAGGUUGUUCUCct

PPP5C NM_006247 CAGAUGUACGAGCUCUUUALt UAAAGAGCUCGUACAUCUGgg

PPP5C NM_006247 ACAAGAUCGUGAAGCAGAALt UUCUGCUUCACGAUCUUGUtg

PPP6C NM_002721 CCUAAUUACUGCUAUCGUULt AACGAUAGCAGUAAUUAGGag 131
PPP6C NM_002721 CCAUCGAACGGAAUCAGGALtt UCCUGAUUCCGUUCGAUGGtt 221
PPP6C NM_002721 GCCUGAUCGUAUUACACU ULt AAGUGUAAUACGAUCAGGCca 87
PPTC7 NM_139283 GGACGGUUCGUACCUAGUALtt UACUAGGUACGAACCGUCCHt 215
PPTC7 NM_139283 GAAGGACGGUUCGUACCUALt UAGGUACGAACCGUCCUUCIt 139
PPTC7 NM_139283 GUUUGCAUGUGACAAUGGALt UCCAUUGUCACAUGCAAACtg 209
PRG2 XM_001129992 UCAACUCGGUCAUCUCGGALtt | UCCGAGAUGACCGAGUUGAag 221
PRG2 NM_024888 GGCUCAUGAUGGCCGAGAALtt | UUCUCGGCCAUCAUGAGCCac 146
PRG2 NM_024888 ACGACUCGGUUUAUCAGCALt UGCUGAUAAACCGAGUCGUgg 109
PSPH NM_004577 GGAGCGAAAUGUUCAGGUULt AACCUGAACAUUUCGCUCCtg 106
PSPH NM_004577 CUUUAACGGUGAAUAUGCALt UGCAUAUUCACCGUUAAAGta 132
PSPH NM_004577 GGCAACAAGUCAAGGAUAALt UUAUCCUUGACUUGUUGCCtg 133
PTEN NM_000314 GCAUACGAUUUUAAGCGGALt UCCGCUUAAAAUCGUAUGCag 137
PTEN NM_000314 CACCGCAUAUUAAAACGUALt UACGUUUUAAUAUGCGGUGcc 162
PTEN NM_000314 GGUUUUCGAGUCCUAAUUALt UAAUUAGGACUCGAAAACCHt 135

PTP4A1 NM_003463 GAUUGUUGAUGACUGGUUALtt UAACCAGUCAUCAACAAUCHg 116

PTP4A1 NM_003463 CAACCAAUGCGACCUUAAALt UUUAAGGUCGCAUUGGUUGga 182

PTP4A1 NM_003463 GUAUGGAGUUACCACAAUALt UAUUGUGGUAACUCCAUACIHt 137

PTP4A2 NM_080391 GAACAUGCGUUUUCUGAUALt UAUCAGAAAACGCAUGUUCtc 191

PTP4A2 NM_080391 CGAUUACGCUUCAGAGAUALt UAUCUCUGAAGCGUAAUCGca 136

PTP4A2 NM_080391 UGCGUUUUCUGAUAACUCATt UGAGUUAUCAGAAAACGCALg 236

PTP4A3 NM_007079 AGAGGCUGCGGUUCAAAGALt UCUUUGAACCGCAGCCUCUgt 117

PTP4A3 NM_007079 GAAGUGACCUAUGACAAAALt UUUUGUCAUAGGUCACUUCac 147




PTP4A3 NM_007079 CCUUCAUUGAGGACCUGAAt | UUCAGGUCCUCAAUGAAGGHg 109
PTPDCH NM_152422 GCAUUACAGUCUGAAUUGAtt | UCAAUUCAGACUGUAAUGCag

PTPDCH NM_152422 CAACGAGAAUGACUGCUGAtt | UCAGCAGUCAUUCUCGUUGca

PTPDCH1 NM_152422 CACCUUACCUCAAUAUCUAtt | UAGAUAUUGAGGUAAGGUGac 244
PTPNA1 NM_002827 GUCAGUCCCUUUGACCAUAtt | UAUGGUCAAAGGGACUGACGt 135
PTPNA1 NM_002827 GGAGAAAGGUUCGUUAAAAL | UUUUAACGAACCUUUCUCCat 147
PTPN1 NM_002827 GGAUUAAACUACAUCAAGAtt | UCUUGAUGUAGUUUAAUCCga 218
PTPN11 NM_002834 CGCUCAUGACUAUACGCUAtt | UAGCGUAUAGUCAUGAGCGgc

PTPN11 NM_002834 CAAUGACGGCAAGUCUAAALt | UUUAGACUUGCCGUCAUUGCt

PTPN11 NM_002834 CCAUGUUAUGAUUCGCUGUtt | ACAGCGAAUCAUAACAUGGGt

PTPN12 NM_002835 GGCAAUUCCUCAGAUAUCAtt | UGAUAUCUGAGGAAUUGCCtt

PTPN12 NM_002835 GCAAUUCCUCAGAUAUCAAL | UUGAUAUCUGAGGAAUUGCct 183
PTPN12 NM_002835 CGAGUUAAAUUGACAUUAAt | UUAAUGUCAAUUUAACUCGgc 162
PTPN13 NM_080684 CUAGUUCGAUGGAUAAGUAtt | UACUUAUCCAUCGAACUAGag

PTPN13 NM_080684 GGAUGUUAUUUACGCUCGAtt | UCGAGCGUAAAUAACAUCCtc

PTPN13 NM_080684 GUAUGGAGAUUAUCAACCAt | UGGUUGAUAAUCUCCAUACtc 176
PTPN14 NM_005401 CGAGUAGAGCUGAUACCAALt | UUGGUAUCAGCUCUACUCGat 134
PTPN14 NM_005401 CCACGAAGUUUCGAACGGALtt | UCCGUUCGAAACUUCGUGGtg 98
PTPN14 NM_005401 GAAGGGCGAUUACGAUGUAt | UACAUCGUAAUCGCCCUUCaa 213
PTPN18 NM_014369 GGAAGAACCGCUACAAAGALt | UCUUUGUAGCGGUUCUUCCtc 129
PTPN18 NM_014369 CAAUGACUGUAGCAUUCAALt | UUGAAUGCUACAGUCAUUGgg _
PTPN18 NM_014369 ACAAAGACGUGCUGCCUUAtt | UAAGGCAGCACGUCUUUGUag
PTPN2 NM_080423 GGAGAUUCUAGUAUACAGALt | UCUGUAUACUAGAAUCUCCct 141
PTPN2 NM_080423 GUACAGGACUUUCCUCUAALt | UUAGAGGAAAGUCCUGUACat 125
PTPN2 NM_080423 CCUUUGAUCAUUCACCAAAt | UUUGGUGAAUGAUCAAAGGca 175

PTPN20A NM_001042390 GGAUUACAGAGCCCAAUAALt | UUAUUGGGCUCUGUAAUCCCt 202

PTPN20A NM_001042390 CCCUUUAGCUAACUAAUAALt | UUAUUAGUUAGCUAAAGGGca 236

PTPN20A NM_001042390 GAUGUUACAUAAAACGAUUt | AAUCGUUUUAUGUAACAUCHg 165

PTPN20B NM_001042365 CACCCUAACACUUAACAUAtt | UAUGUUAAGUGUUAGGGUGgg 200

PTPN20B NM_001042365 GCAUGGUUCAAACGAAGGAtt | UCCUUCGUUUGAACCAUGCca 177

PTPN20B NM_001042365 AGAUGUUACAUAAAACGAUtt | AUCGUUUUAUGUAACAUCUGgt 136
PTPN21 NM_007039 GCAGUUGCACUAUAAUGGALt | UCCAUUAUAGUGCAACUGCgg 179
PTPN21 NM_007039 CAACGAUUAGAACAAGGAAtt | UUCCUUGUUCUAAUCGUUGH

PTPN21 NM_007039 GGAUAAAUAUGCAUUGGAAt | UUCCAAUGCAUAUUUAUCCag

PTPN22 NM_012411 GGAUGUACGUUGUUACCAAtLt | UUGGUAACAACGUACAUCCca

PTPN22 NM_012411 GUUCAAUAGUGAAACUCGAtt | UCGAGUUUCACUAUUGAACH




PTPN22 NM_012411 CUAUGAUUAUAGCCGGGUALtt | UACCCGGCUAUAAUCAUAGgY 184
PTPN23 NM_015466 AGUUUGUCCUGAAGAAUUAtt | UAAUUCUUCAGGACAAACUtc 134
PTPN23 NM_015466 GACCAAAAGUGGAACUCCAtt | UGGAGUUCCACUUUUGGUCca 154
PTPN23 NM_015466 GGAAGAAACUUGUGCAGAUtt | AUCUGCACAAGUUUCUUCCag 133
PTPN3 NM_002829 CCAGGCUAUCUUUCCGAUAtt | UAUCGGAAAGAUAGCCUGGat 127
PTPN3 NM_002829 CCUACAUCACGGAAACGGALt | UCCGUUUCCGUGAUGUAGGtc 163
PTPN3 NM_002829 CGAUGACUCCUCCGACUUULt | AAAGUCGGAGGAGUCAUCGgg 128
PTPN5 NM_006906 GAACCGGUACAAAACCAUAtt | UAUGGUUUUGUACCGGUUCIH 164
PTPN5 NM_006906 UGACCUCACCAGACCCUGAtt | UCAGGGUCUGGUGAGGUCAga [IINGZe
PTPN5 NM_006906 CGUCAUGAGCCUCUACGAAtt | UUCGUAGAGGCUCAUGACGtg 126
PTPN6 NM_002831 CCCAUAUUCGGAUCCAGAAL | UUCUGGAUCCGAAUAUGGGtc 197
PTPN6 NM_002831 GAACCGCUACAAGAACAUULt | AAUGUUCUUGUAGCGGUUCH _
PTPN6 NM_002831 ACCUCUCCCUGACCCUGUAtt | UACAGGGUCAGGGAGAGGUgg

PTPN7 NM_080588 GGACGGAGAUUACAUCAAUtt | AUUGAUGUAAUCUCCGUCCtc 199
PTPN7 NM_080588 GAACCCAUCUGCUCUGUGALtt | UCACAGAGCAGAUGGGUUCta 205
PTPN? NM_080588 GGCUAUGACGGGAAGGAGALt | UCUCCUUCCCGUCAUAGCCtc 139
PTPN9 NM_002833 GACUGGUGUUUAUCUAUGALt | UCAUAGAUAAACACCAGUCca 147
PTPN9 NM_002833 GGAGAAUACCUAUCGUGAUtt | AUCACGAUAGGUAUUCUCCaa

PTPN9 NM_002833 GAAUCUAUGAGGAAUAUGAtt | UCAUAUUCCUCAUAGAUUCCt 166
PTPRA NM_080841 CUAUCGUGAUGCUAACAGALt | UCUGUUAGCAUCACGAUAGag 114
PTPRA NM_080841 GCACCAAUUCUAUAGGCAUtt | AUGCCUAUAGAAUUGGUGCHt

PTPRA NM_080841 CCAUCGUCAUGGUUACCAAtt | UUGGUAACCAUGACGAUGGHg

PTPRC NM_002838 GUAUUUGUGACAGGGCAAAtt | UUUGCCCUGUCACAAAUACI

PTPRC NM_002838 AAGUAUUUGUGACAGGGCAtt | UGCCCUGUCACAAAUACUUCG 241
PTPRC NM_002838 CAGAAGUAUUUGUGACAGGH | CCUGUCACAAAUACUUCUGHg 167
PTPRD NM_001040712 GAAUAGAUACGCGAAUGUAL | UACAUUCGCGUAUCUAUUCH 209
PTPRD NM_001040712 GCCUAUCCGUGGAGUAGAALt | UUCUACUCCACGGAUAGGCtg 239
PTPRD NM_001040712 GCACGAAUGUUGAGUUCGALtt | UCGAACUCAACAUUCGUGCct

PTPRE NM_130435 GAGUGAUCCUUUCCAUGAALt | UUCAUGGAAAGGAUCACUCgg 109
PTPRE NM_130435 GCGUGGUUUUGGUCGACUALt | UAGUCGACCAAAACCACGCag

PTPRE NM_130435 CAUCCUUCAUAGACGGCUAtt | UAGCCGUCUAUGAAGGAUGCG 170
PTPRF NM_130440 CCGUUACUGUUGCUGCCUALt | UAGGCAGCAACAGUAACGGag 127
PTPRF NM_130440 GACACCCGCUUUACCCUUAtt | UAAGGGUAAAGCGGGUGUCHg 125
PTPRF NM_130440 GGAGUUCCUGAGUACCCAALt | uuacGGUAcucAGGAAcuccat |GGG
PTPRG NM_002841 GCACCUAUAUUGUAAUAGAtt | UCUAUUACAAUAUAGGUGCct 129
PTPRG NM_002841 CCGUCACCCUUAUCAGCAALt | UUGCUGAUAAGGGUGACGGta 217




PTPRG NM_002841 GCCUUUACCUGUUCCGAGUtt | ACUCGGAACAGGUAAAGGCta 205
PTPRH NM_002842 GGACUACACCUACUGGGUAtt | UACCCAGUAGGUGUAGUCCtg 147

PTPRH NM_002842 CACUCUCAGUUGUACGUAUtt | AUACGUACAACUGAGAGUGgg 165

PTPRH NM_002842 GACUGAGGCUCAGUACGUAtt | UACGUACUGAGCCUCAGUCtg 103

PTPRJ NM_002843 CAAGGACCUUUACCGAACAt | UGUUCGGUAAAGGUCCUUGHg 211

PTPRJ NM_002843 CACUGAGUAUAGAACGGAAL | uuccauucuauAcucaGcUGee (GG
PTPRJ NM_002843 GCACGUAUGACAAAGCGAUtt | AUCGCUUUGUCAUACGUGCHt 149

PTPRK NM_002844 CAGCUAUAGCAGUAUAAGAtt | UCUUAUACUGCUAUAGCUGat 152

PTPRK NM_002844 CCAGUAGCCCAGACUAAGALt | UCUUAGUCUGGGCUACUGGta 100

PTPRK NM_002844 GCCUUAAGAUCUCGGCGUALt | UACGCCGAGAUCUUAAGGCit 225

PTPRM NM_002845 GCAUCGAUUUUCACUAUUULt | AAAUAGUGAAAAUCGAUGCag 98

PTPRM NM_002845 GCCUAAUUCCUAUUACCCALt | UGGGUAAUAGGAAUUAGGCac 237

PTPRM NM_002845 GGAAUAUCAUUGCAUACGAtt | UCGUAUGCAAUGAUAUUCCcg 111

PTPRN NM_002846 UCAUCGACAUGGUCCUGAAtt | UUCAGGACCAUGUCGAUGAgg 117

PTPRN NM_002846 GCAUAAAACUGAAGGUGGALt | UCCACCUUCAGUUUUAUGCgg _
PTPRN NM_002846 ACAUCGUCACUGAUCAGAAtt | UUCUGAUCAGUGACGAUGUag

PTPRN2 NM_130843 GACUUCCGCAGAAAAGUAAtt | UUACUUUUCUGCGGAAGUCca 133

PTPRN2 NM_130843 GGUCGAAAAGCAAACUCAAL | UUGAGUUUGCUUUUCGACCcg 162

PTPRN2 NM_130843 GCAGUGACCUUCAAAGUGALt | UCACUUUGAAGGUCACUGCtg

PTPRO NM_002848 GGAAGAACCUAUAGCCUAUtt | AUAGGCUAUAGGUUCUUCCGt 129

PTPRO NM_002848 GAAUCGAUGUAAAAACCGUtt | ACGGUUUUUACAUCGAUUCag

PTPRO NM_002848 CAUUCGGGAUCAUGAGUUUtt | AAACUCAUGAUCCCGAAUGHY

PTPRR NM_130846 CACCUACAUUAAUGCUAAUtt | AUUAGCAUUAAUGUAGGUGet | 99 |
PTPRR NM_130846 CAUUCGAAACCUUGUCUUALt | UAAGACAAGGUUUCGAAUGGt

PTPRR NM_130846 GGGUCCAACGUAUCUCUUALt | UAAGAGAUACGUUGGACCCtc 158

PTPRS NM_130853 GCAAUGGACGCAUCAAACAL | UGUUUGAUGCGUCCAUUGCHg 94

PTPRS NM_130853 GGAUCAAGUGUGAUCAGUAtt | UACUGAUCACACUUGAUCCGt 125

PTPRS NM_130853 CCUAUUACGUCAUCGAAUAtt | UAUUCGAUGACGUAAUAGGac 208

PTPRT NM_007050 GCCUCGAUUCUCUACACUAtt | UAGUGUAGAGAAUCGAGGCtg 124

PTPRT NM_007050 GCUUAUUCCUACUCCUAUUtt | AAUAGGAGUAGGAAUAAGCat 89

PTPRT NM_007050 CCGCAAUAAGAAUCGAUAUtt | AUAUCGAUUCUUAUUGCGGt 235

PTPRU NM_005704 GCAUUGAUCCUCAGAGUAAL | UUACUCUGAGGAUCAAUGCgg 91

PTPRU NM_005704 GCAUCGUCAUGAUCACCAALt | UUGGUGAUCAUGACGAUGCtg 222

PTPRU NM_005704 GGCUCCUACUUGAUGGUCALt | UGACCAUCAAGUAGGAGCCgt |G
PTPRZ1 NM_002851 GGAUGAUAUGGGACCAUAAt | UUAUGGUCCCAUAUCAUCCtc 104

PTPRZ1 NM_002851 GCUUAUACAUUCCGAUGAALt | UUCAUCGGAAUGUAUAAGCt 126




PTPRZ1 NM_002851 GCGACCAACUGAUUGUCGAtt | UCGACAAUCAGUUGGUCGCtg 232

RNGTT NM_003800 GCAGUGUAUAGAACGAGAAL | UUCUCGUUCUAUACACUGCag 131

RNGTT NM_003800 GAUUGAUAGAGACAAUUCALt | UGAAUUGUCUCUAUCAAUCat 250

RNGTT NM_003800 GGAACUUUUUCGUCGGUAULt | AUACCGACGAAAAAGUUCCH 207
RP11-35N6.1 NM_207299 CAAGCACAAUCAAGACGAAtt | UUCGUCUUGAUUGUGCUUGHa 94
RP11-35N6.1 NM_207299 GGGUCUCUGAGUAUCGGAAtt | UUCCGAUACUCAGAGACCCgg
RP11-35N6.1 NM_207299 GGAUCUCCUUCCAAACCCALt | UGGGUUUGGAAGGAGAUCCtt | 96 |
RWDD2 NM_033411 GGAAUGACUAUCACAUGAALt | UUCAUGUGAUAGUCAUUCCH

RWDD2 NM_033411 GAUCUACAGUCACCAUAUALt | UAUAUGGUGACUGUAGAUCca 146

RWDD2 NM_033411 GGCUCAUGGUGACUAUGGALtt | UCCAUAGUCACCAUGAGCCtc 181

SACMIL NM_014016 GGAACUCAAUGAUACGAUAtt | UAUCGUAUCAUUGAGUUCCag 175

SACM1L NM_014016 GAUCAGCGGUUUGUAUGGALt | UcCcAUACAAAccGcuGAucty [
SACM1L NM_014016 GCAAGAUGAAUUAAGUUAUt | AUAACUUAAUUCAUCUUGCat 103

SAPS1 NM_014931 GCAAGGUCGUCAACCGCAAtt | UUGCGGUUGACGACCUUGCac 107

SAPS1 NM_014931 GAGCAGCUCUUAAGCAACAtt | UGUUGCUUAAGAGCUGCUCaa 96

SAPS1 NM_014931 GCAUCCUCAUCAACCGCAAL | UUGCGGUUGAUGAGGAUGCcc 145

SAPS2 NM_014678 CAAUCUCAUUGCAAGAAAAtt | UUUUCUUGCAAUGAGAUUGCC 168

SAPS2 NM_014678 GACUUGUUCUUUAAGUACALt | UGUACUUAAAGAACAAGUCca [
SAPS2 NM_014678 ACAUCUUGCAGGAGUGUAALt | UUACACUCCUGCAAGAUGUCa 232

SAPS3 NM_018312 GGUUACAUGGGACACCUAAL | UUAGGUGUCCCAUGUAACCat 135

SAPS3 NM_018312 GAUGAAUCCUUGCUAAUGAtt | UCAUUAGCAAGGAUUCAUCH 196

SAPS3 NM_018312 GAUUAUCAGAUGCAACAAALt | UUUGUUGCAUCUGAUAAUCag 86

SBF1 NM_002972 CUAAGACUGUGGACGAGAALt | UUCUCGUCCACAGUCUUAGgg 136

SBF1 NM_002972 ACACGGAGGUGUUCAGGAAL | uuccuGAAcAaccuccaguGcugg (S

SBF1 NM_002972 GCACUGCUGUUUCCUCUCALt | UGAGAGGAAACAGCAGUGCca 177

SBF2 NM_030962 GAUGAUGAAUUGUACUCUAtt | UAGAGUACAAUUCAUCAUCCt 117

SBF2 NM_030962 GCACUAUUAAAAUUCCCGAtt | UCGGGAAUUUUAAUAGUGCct

SBF2 NM_030962 GGACUGGGAUGAUACACCUtt | AGGUGUAUCAUCCCAGUCCIt

SET NM_003011 GAGUCAAACGCAGAAUAAALt | UUUAUUCUGCGUUUGACUCga

SET NM_003011 UGGAAAGGAUUUGACGAAAtt | UUUCGUCAAAUCCUUUCCAga 194

SET NM_003011 CGAAGUCCACCGAAAUCAALt | UUGAUUUCGGUGGACUUCGaa 152

SGPP1 NM_030791 GUGUGAUGAUAUUCGAAAAL | UUUUCGAAUAUCAUCACACqg 184

SGPP1 NM_030791 GGAUGGUAUUUGUACUAAUtt |  AUUAGUACAAAUACCAUCCct 199

SGPP1 NM_030791 GCUGGAUUCCUAUAUACCALt | UGGUAUAUAGGAAUCCAGCaa 217

SGPP2 NM_152386 GAAUAUUGACCCUUAUUUAtt | UAAAUAAGGGUCAAUAUUCCa 145

SGPP2 NM_152386 CGCUGAAUCUCUCCCUGUULt | AACAGGGAGAGAUUCAGCGgg [HIEEGEGEEEZ



SGPP2 NM_152386 GUAUUAUACUCAUGGUUCALt | UGAACCAUGAGUAUAAUACH 150
SKIP NM_130766 CCUCAAUCUUGACAUAUAULt | AUAUAUGUCAAGAUUGAGGt 123
SKIP NM_130766 CAAUAUCCCUACCACUGAAtt | UUCAGUGGUAGGGAUAUUGCt 170
SKIP NM_130766 GAACCUCAAUCUUGACAUAtt | UAUGUCAAGAUUGAGGUUCcg 123
SSH1 NM_018984 CCUCCACAGUCAUAGCCUAtt | UAGGCUAUGACUGUGGAGGcc 192
SSH1 NM_018984 GGCUUAUUUGCAUAUCAUALt | UAUGAUAUGCAAAUAAGCCag
SSH1 NM_018984 GCAUGGAGGAUGAUGCUAUtt | AUAGCAUCAUCCUCCAUGCcg
SSH2 NM_033389 GGACUUGAAUUGACUAGUUtt |  AACUAGUCAAUUCAAGUCCtg
SSH2 NM_033389 GUAUCAUAACAUUCGGGUALtt | UACCCGAAUGUUAUGAUACtC
SSH2 NM_033389 GGAGCGACACGCUAAUUCALt | UGAAUUAGCGUGUCGCUCCag
SSH3 NM_017857 AGACUGAACUCCGAACAGAtt | UCUGUUCGGAGUUCAGUCUCt
SSH3 NM_017857 CCACGAGUCUUCACAUGAAtt | UUCAUGUGAAGACUCGUGGga
SSH3 NM_017857 GCACCUCAGAGACCAGUGALtt | UCACUGGUCUCUGAGGUGCtc 145

STYXL1 NM_016086 CCCUUCGAGUGAAGAAGAALt | UUCUUCUUCACUCGAAGGGca 87

STYXL1 NM_016086 GUCACUUCAUUGAAAUUCALt | UGAAUUUCAAUGAAGUGACac 107

STYXL1 NM_016086 ACAAAACUCUCCAGAUUAAtt | UUAAUCUGGAGAGUUUUGUgg 130

SYNJ1 NM_203446 GACUGGUUAUUACGUCUUAtt | UAAGACGUAAUAACCAGUCat 97
SYNJ1 NM_203446 GCCUAAGAAAAUUCGAGUAtt | UACUCGAAUUUUCUUAGGCtt 197
SYNJ1 NM_203446 GAGUGGUACAGUUCGAACAtt | UGUUCGAACUGUACCACUCtg 171
SYNJ2 NM_003898 CAGUGAAGAUUAGACCGAAtt | UUCGGUCUAAUCUUCACUGct 113
SYNJ2 NM_003898 CCUUCAAUCACCGACCUUALtt | UAAGGUCGGUGAUUGAAGGit 170
SYNJ2 NM_003898 CGUACAAAGAUGACGCGGAtt | UCCGCGUCAUCUUUGUACGHt

TNS1 NM_022648 GUUCCGCUCUCAAUCCUUUtt | AAAGGAUUGAGAGCGGAACat
TNST NM_022648 CCAGGACACUUCUAAGUAUtt | AUACUUAGAAGUGUCCUGGac

TNST NM_022648 CCAUCAUGCAGCAGAAUAALt | UUAUUCUGCUGCAUGAUGGHt 171
TNS3 NM_022748 GCUCAUUCAUUGUUCGAGAtt | UCUCGAACAAUGAAUGAGCcc 173
TNS3 NM_022748 CUUACGAAGCUUAACCCAAtt | UUGGGUUAAGCUUCGUAAGgt 179
TNS3 NM_022748 GGAUCUGCAUCGUCAUCGALt | UCGAUGACGAUGCAGAUCCtg

TPTE NM_199260 CGUUAUGUACGUGAUCUAALt | UUAGAUCACGUACAUAACGag 103
TPTE NM_199260 GAAAAUGUUCGGUACUUGALt | UCAAGUACCGAACAUUUUCCt

TPTE NM_199260 AGAAGAGAUAUGUUGCAUAtt | UAUGCAACAUAUCUCUUCUga 183

TPTE2 NM_130785 CGAUAUUGCAUGACAUUGALt | UCAAUGUCAUGCAAUAUCGaa 82

TPTE2 NM_130785 GAAUAGAUAUGUUGGAUAUtt | AUAUCCAACAUAUCUAUUCHg 165

TPTE2 NM_130785 GAGGAAAGCCUAUAUUAUULt | AAUAAUAUAGGCUUUCCUCgg 193




