
Table S5. Differentially displayed genes in NA-P10/TS-MG cells arranged by the 

criteria of ten hallmarks of cancers* 
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*Genes were categorized by their function and involved process provide by (1) the 

Gene Ontology Annotation (UniProt-GOA), and/or (2) the gene summary provided by 

the Reference Sequence (RefSeq), National Center for Biotechnology Information, 

and/or (3) literatures from previous studies indicating these genes are involved in a 

specific process. By this principle, a single gene may be arranged into more than one 

group when it is involved in certain pathways. Underlined genes indicate genes that 

are upregulated, while others indicate genes that are downregulated in 

NA-P10/TS-MG cells. For references listed in this table, please refer to Document S1. 

 


