
1

2

3

4

0.4

0.6

0.8

1.0

0.4

0.6

0.8

1.0

0.4

0.6

0.8

1.0

0.4

0.6

0.8

1.0

R
e
la
ti
v
e
 e
x
p
re
s
s
io
n
 l
e
v
e
l

NA-P1/mock NA-P10/TS-MG

0 1 2 3
0

1

0 1 2 3
0.0

0.2

0 1 2 3
0.0

0.2

0 1 2 3
0.0

0.2

0 1 2 3
0.0

0.2

R
e
la
ti
v
e
 e
x
p
re
s
s
io
n
 l
e
v
e
l

MIR17HG               HPGD                FBXO32                 TGM2                 LOXL4

Figure S1. Quantitative RT-PCR validation of genes that were differentially displayed in NA-P1/mock and 

NA-P10/TS-MG cells. The expression level of gene in NA-P1/mock cells was adjusted as the base line (1-fold) 

and the relative expression level of gene in NA-P10/TS-MG cells was determined accordingly. Data indicate the 

mean expression level ± SD. MIR17HG: miR-17-92 cluster host gene; HPGD: hydroxyprostaglandin

dehydrogenase 15-(NAD); FBXO32: f-box only protein 32; TGM2: transglutaminases 2; LOXL4: lysyl oxidase

homolog 4.


