Table S5. Sequencing analysis of miRNA amplicons from stem-loop RT-PCR.

	miRNA name
	miRNA sequence (5'→3')
	Sequencing result a
	Ratio b 

	miR6135i
	AATTGGCCAATAGAATACTGACAC
	CGGCAATTGGCCAATAGAATACTGACAC
	5/5

	miR6135e2/j
	AATTGACTAATAGAATACTGACAC
	GCGGCGGAATTGACTAATAGAATACTGACAC
	6/6

	miR6136b
	TCATACAACCGTCGTCTATAC
	GGCGGTCATACAACCGTCGTCTATAC
	5/5

	miR6143b-3p
	CAGCACTGTATTGAACATGAA
	GCGGCGGCAGCACTGTATTGAACATGAA
	5/5

	miR6139
	AAGAATCATTGGGAAGGGAAGAAA
	CGGAAGAATCATTGGGAAGGGAAGAAA
	5/5

	miR6140a
	AATGTTTGTAGAATAGTTTGTGTC
	CGGCGGAATGTTTGTAGAATAGTTTGTGTC
	6/6

	miR6141
	TAACTAAATCTGGCCTGTAGCGGA
	GGCGGTAACTAAATCTGGCCTGTAGCGGA
	5/5


a The primer sequence is underlined. Partial miRNA sequence in the primers is shown in italic. miRNA sequence obtained by PCR is indicated in bold.

a The number of clones with integral 3’ ends of miRNAs / the number of total clones sequenced.
