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ARHGDIA

AAACTAGCGGCCGCTAGTCCCACAGGCCCAGCAGAAGATGT

CTAGACATCTTCTGCTGGGCCTGTGGGACTAGCGGCCGCTAGTTT

Bold shows PmeI (AAAC/GTTT) and XbaI (T/CTAGA) sites. Underline shows NotI internal site. Italic shows target sequence.

Table S1. Primer oligonucleotide sequences (wild-type and mutated)

N4BP1-a

AAACTAGCGGCCGCTAGTGCCACACCGTCCCTAGAAGATCT

CTAGAGATCTTCTAGGGACGGTGTGGCACTAGCGGCCGCTAGTTT

N4BP1-b

AAACTAGCGGCCGCTAGTTCTAGACTGTGAGAGAAGATTT

CTAGAAATCTTCTCTCACAGTCTAGAACTAGCGGCCGCTAGTTT

SOX17-a

AAACTAGCGGCCGCTAGTATGTAAATTTCTCACAACATAT

CTAGATATGTTGTGAGAAATTTACATACTAGCGGCCGCTAGTTT

SOX17-b

AAACTAGCGGCCGCTAGTCCATCTCTTTACAAAGGCGTAT

CTAGATACGCCTTTGTAAAGAGATGGACTAGCGGCCGCTAGTTT

Primer oligonucleotide sequences (mutated)

CASZ1

AAACTAGCGGCCGCTAGTACTTGAATCTGGTAGAAGATGT

CTAGACATCTTCTACCAGATTCAAGTACTAGCGGCCGCTAGTTT

IL1RAPL1

AAACTAGCGGCCGCTAGTTGCCTGGAACTAAACAACATAT

CTAGATATGTTGTTTAGTTCCAGGCAACTAGCGGCCGCTAGTTT

ARHGDIA

AAACTAGCGGCCGCTAGTCCCACAGGCCCAGCCTCCTCGGT

CTAGACCGAGGAGGCTGGGCCTGTGGGACTAGCGGCCGCTAGTTT

N4BP1-a

AAACTAGCGGCCGCTAGTGCCACACCGTCCCTCTCCTCGCT

CTAGAGCGAGGAGAGGGACGGTGTGGCACTAGCGGCCGCTAGTTT

N4BP1-b

AAACTAGCGGCCGCTAGTTCTAGACTGTGAGCTCCTCGTT

CTAGAACGAGGAGCTCACAGTCTAGAACTAGCGGCCGCTAGTTT

Primer oligonucleotide sequences (wild-type)

AAACTAGCGGCCGCTAGTACTTGAATCTGGTCTCCTCGGT

CTAGACCGAGGAGACCAGATTCAAGTACTAGCGGCCGCTAGTTT

AAACTAGCGGCCGCTAGTTGCCTGGAACTAAATCCTCGAT

CTAGATCGAGGATTTAGTTCCAGGCAACTAGCGGCCGCTAGTTT

AAACTAGCGGCCGCTAGTATGTAAATTTCTCATCCTCGAT

CTAGATCGAGGATGAGAAATTTACATACTAGCGGCCGCTAGTTT

AAACTAGCGGCCGCTAGTCCATCTCTTTACACTCCTCGAT

CTAGATCGAGGAGTGTAAAGAGATGGACTAGCGGCCGCTAGTTT

CASZ1

IL1RAPL1

SOX17-a

SOX17-b
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