Table S4  Primers for fimA cloning from each genotype strain.

	Name
	Sequence (5’-)
	Description

	fimA XbaI F
	AACAAATCTAGAATGAAAAAAACAAAGTTTTTCTTGTTGGGAC


	Forward primer to amplify fimA of all strains, incorporated with XbaI recognition site

	fimA NotI R


	GTTTGAGCGGCCGCTTACCAAGTAGCATTCTGACCAACGAGAAC
	Reverse primer to amplify fimA of 33277, incorporated with NotI recognition site

	TDC60fimA NotI R


	TAGACAAACTATGAAAGCGGCCGCGTCGTTTGACGGGTCGATTACC
	Reverse primer to amplify fimA of TDC60, incorporated with NotI recognition site

	6/26 fimA  NotI R


	TTTTGAGCGGCCGCTTACCAAATAACATTTTGTACAACACCTTTC
	Reverse primer to amplify fimA of 6/26, incorporated with NotI recognition site

	W83fimA NotI R


	GTTTGAGCGGCCGCTTACCAAGTAGCAGCCTGATTAACAACAAC
	Reverse primer to amplify fimA of W83 and HG564, incorporated with NotI recognition site

	HNA99fimA NotI R


	TTTCTTGCGGCCGCTTAATTCCAAATGGCACTTTGGTTAACAAC
	Reverse primer to amplify fimA of HNA99, incorporated with NotI recognition site


Underlines indicate restriction-enzyme recognition sequences.
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